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RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information Center 
(STIC) detected errors when processing the following CRF diskette: 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS DETECTED. 

PLEASE BE SURE TO FORWARD THIS INFORMATION TO THE APPLICANTS 
BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
COMMUNICATION TO THE APPLICANTS ALONG WITH A NOTICE TO 
COMPLY or, 

2) CALLING APPLICANTS AND FAXING THEM A COPY OF THE PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THEM 
WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 
ARTI SHAH 703-308-4212 




Art Unit / Team No. : 




0 0 os/ft%&> 

Raw sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION 



Wrapped Nucleics 



The number/text at the end of each line "wrapped" down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 



Wrapped Aminos The amino acid number/text at the end of each line "wrapped " down to the next line. 

This may occur if your file was retrieved in a word processor after creating it 
Please adjust your right margin to .3, as this will prevent "wrapping". 



Incorrect Line Length 



The rules require that a line not exceed 72 characters in length. This includes spaces. 
All text must be visible on page. 



Misaligned Amino Acid 
Numbering 



The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and uses spacing between the numbers. 



Non-ASCII 



This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 



Variable Length 



Wrong Designation 



Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) features section that some may be missing. 

b 



' f confain ai 



Sequence(s) ' ' confain amino acid or nucleic acid designators which are not standard 
representations as per the Sequence Rules (Please refer to paragraph 1.822) 



Skipped Sequences 
(OLD RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS :(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTIONrSEQ ID NO:X: 
This sequence is intentionally skipped 



Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 



Skipped Sequences 
(NEW RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210>X 
<400> X 
000 



Use of N's or Xaa's 
(NEW RULES) 



Use of N's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 



Use of <213>Organism 
(NEW RULES) 



Sequence(s) . 



are missing this mandatory field or it's response. 



Use of <220>Feature 
(NEW RULES) 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial" or "Unknown" 



Wrong Format File submitted was in the alphabetical heading format of the Old Sequence Rules. This is invalid since the 

"Requirements for Patent Applications Containing Nucleotide Sequence and/or Amino Acid Disclosures" 
Federal Register Notice, Vol. 63, No. 104, June 1, 1998, p. 29620 
applies to applications filed on or after July 1, 1998. 



OTHER 



AKS-Biotechnology Systems Branch- 7/10/98 
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1642 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:18 



INPUT SET: S27446.raw 



— > 



— > 



1 
2 
3 
4 
5 
6 
7 
8 
9 
10 
11 
12 
13 
14 
15 
16 
17 
18 
19 
20 
21 
22 
23 
24 
25 
26 
27 
28 
29 
30 
31 
32 
33 
34 
35 



(1) 
(i) 
(ii) 



This Raw Listing contains the General 
Information Section and those Sequences 
containing ERRORS. 



SEQUENCE LISTING 



General Information: 

APPLICANT: ROBERT WEBBER 

TITLE OF INVENTION: IMMUNOASSAY 



ANTIBODY REACTIVE TO HUMAN iNOS * 
SEQUENCES :q?T} /2 & yJ^U^ ^ (/tfl£. Jb) 

3ENCE ADDRESS: 0 V r / 



(iii) NUMBER OF 

( iv ) CORRESPONDENCE 

(A) ADDRESSEE: BIELEN, PETERSON & LAMPE 

(B) STREET: 1990 N. CALIFORNIA BOULEVARD, 

(C) CITY: WALNUT CREEK 

(D) STATE: CALIFORNIA 

(E) COUNTRY: UNITED STATES OF AMERICA 

(F) ZIP: 94596 

(V) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: DISKETTE 3.5 INCH, 

(B) COMPUTER: IBM PC COMPATIBLE 

(C) OPERATING SYSTEM: DOS 

(D) SOFTWARE: WORDPERFECT 5.1 

(vi) CURRENT APPLICATION DATA 

(A) APPLICATION NUMBERED 8/6 34 , 332 

(B) FILING DATE:C l2 APRIL 1996 

(C) classification! " 

(vii) PRIOR APPLICATION DATA: ^ 

(A) APPLICATION NUMBER: #ONR JuJ^k- 

(B) FILING DATE: NONE 

(viii) ATTORNEY/ AGENT INFORMATION: 

(A) NAME: THEODORE J. BIELEN, JR. 

(B) REGISTRATION NUMBER: 27,420 

(C) REFERENCE/DOCKET NUMBER: 12280 

( ix ) TELECOMMUNICATION INFORMATION : 

(A) TELEPHONE: (510) 937-1515 

(B) TELEFAX: (510) 937-1529 



^Kette Needed 



METHOD EMPLOYING MONOCLONAL 



SUITE 720 



1.44 MB FOR FORMATTED 



ERRORED SEQUENCES FOLLOW: 



133 (2) INFORMATION FOR SEQ ID NO: 6: 

134 (i) SEQUENCE CHARACTERISTICS: 
— > 135 (A) LENGTH: 18 

136 (B) TYPE: AMINO ACID 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:19 



INPUT SET: S27446.rnw 



37 
38 
39 
40 
41 
42 
43 
44 
4 



(ii) 
(ix) 



(xij 
Xxx 




48 Cys 
49 

51 /OJUL 

52 ' 



(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/ KEY : MOUSE iNOS (776-792) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

'Ala Leu Val Gin Gly lie Leu Glu Arg Val Val Asp 

5 10 
Pro Thr Pro His 





153 




(2) INFORMATION FOR SEQ ID NO: 7: 








154 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


155 




(A) LENGTH: 18 








156 




(B) TYPE: AMINO ACID 








157 




(D) TOPOLOGY: LINEAR 








158 


(ii) 


MOLECULE TYPE: PEPTIDE 








159 


(ix) 


FEATURE : 








160 




(A) NAME/KEY: RAT iNOS (780-794) 








161 




(B) LOCATION: 








162 




(C) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




163 




(D) OTHER INFORMATION: 








164 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 


7 : 






165 










— > 


leeC, 


Xxx 


Xxx ieu Val Gin Gly lie Leu 


Glu 


Arg Val Val Asp 




167 








10 


— > 


168 


Cys 


Ser Ser Prc^Xxx^^^ 








169 












170 












171 











248 (2) INFORMATION FOR SEQ ID NO: 12: 

24 9 (i) SEQUENCE CHARACTERISTICS: 
— > 250 (A) LENGTH: 18 

251 (B) TYPE: AMINO ACID 

252 (D) TOPOLOGY: LINEAR 

253 (ii) MOLECULE TYPE: PEPTIDE 

254 (ix) FEATURE: 

255 (A) NAME/KEY: HUMAN eNOS (1017-1031) 

256 (B) LOCATION: 

257 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

258 (D) OTHER INFORMATION: 

259 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 
260 

261 Gly lie Ala Pro Phe Arg Gly Phe Trp Gin Glu Arg Leu 

262 5 10 

— > 263 His Asp 




PAGE: 3 RAW SEQUENCE LISTING DATE: 07/ 1 4/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:21 

INPUT SET: S27446.raw 

264 15 

265 

266 

267 (2) INFORMATION FOR SEQ ID NO: 13: 

268 (i) SEQUENCE CHARACTERISTICS: 
— > 269 (A) LENGTH: 18 

270 (B) TYPE: AMINO ACID 

271 (D) TOPOLOGY: LINEAR 

272 (ii) MOLECULE TYPE: PEPTIDE 
27 3 (ix) FEATURE: 

274 (A) NAME /KEY : BOVINE eNOS (1019-1033) 

275 (B) LOCATION: 

276 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

277 (D) OTHER INFORMATION: 

278 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
279 

280 Gly lie Ala Pro Phe Arg Gly Phe Trp Gin Glu Arg Leu 

281 ,~ ^- 5 _ 10 



— > 282 

283 
284 
285 



His Asp /xicx Xxx Xxx 

15 y 



419 (2) INFORMATION FOR SEQ ID NO: 21: 

420 (i) SEQUENCE CHARACTERISTICS: 
— > 421 (A) LENGTH: 12 

4 22 (B) TYPE: AMINO ACID 

423 (D) TOPOLOGY: LINEAR 

424 (ii) MOLECULE TYPE: PEPTIDE 

425 (ix) FEATURE: 

426 (A) NAME /KEY : heNOS [Cap-2-12, Cysl3] 

427 (B) LOCATION: HUMAN eNOS: AMINO TERMINAL WITH CAPROIC ACID 

428 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
42 9 (D) OTHER INFORMATION: 

430 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

— > 432 /Cap-Gly Asn Leu Lys Ser Val Ala Gin Glu Pro Gly Cys 

433 \^2J 5 10 * 

435 JUj^-a^sIu^ ^ m^^jl- (tidfz/kwe 1 j^J^^ 

627 (2) INFORMATION FOR SEQ ID NO: 32: 

628 (i) SEQUENCE CHARACTERISTICS: 
— > 629 (A) LENGTH: 18 

6 30 (B) TYPE: AMINO ACID 

631 (D) TOPOLOGY: LINEAR 

632 (ii) MOLECULE TYPE: PEPTIDE 
63 3 (ix) FEATURE: 

6 34 (A) NAME/KEY: (A3) LOCUS HUMAN iNOS (25-42) 

6 35 (B) LOCATION: 

636 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

6 37 (D) OTHER INFORMATION: 



PAGE: 4 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:22 

INPUT SET: S27446. raw 

638 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 
639 

640 Asn Asn Asn Val Glu Lys Ala Pro Ser Ala Thr Ser Ser 

641 5 10 

— > 642 Pro Val Thr Gin Asr^mide) „ ~ ~, , / ~ f) v \ F&Ajcx+Ar 

644 <■ /2^^7w>~/ 



645 



646 (2) INFORMATION FOR SEQ ID NO: 33: 

647 (i) SEQUENCE CHARACTERISTICS: ' 1 11 ^ 



— > 648 (A) LENGTH: 18 



649 (B) TYPE: AMINO ACID AAjfU 

650 (D) TOPOLOGY: LINEAR £/V/W ^ 

651 (ii) MOLECULE TYPE: PEPTIDE rrtSAU^ 

652 (ix) FEATURE: (f^<JJJ^ 

653 (A) NAME /KEY : MOUSE iNOS (25-42) 

654 (B) LOCATION: 

655 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 



656 (D) OTHER INFORMATION: J^^^O * 

657 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 



658 

659 Asn Asn Asn Val Lys Lys Thr Pro Ser Ala Val Leu Ser 

660 5 ^ 10 
— > 661 Pro Thr lie Gin Asj^amide 

662 15 



663 
664 





665 


(2) INFORMATION FOR SEQ ID NO: 34: 








666 


(i) SEQUENCE CHARACTERISTICS: 






— > 


667 


(A) LENGTH: 18 








668 


(B) TYPE: AMINO ACID 








669 


(D) TOPOLOGY: LINEAR 








670 


(ii) MOLECULE TYPE: PEPTIDE 








671 


(ix) FEATURE: 








672 


(A) NAME /KEY : RAT iNOS (25-42) 








673 


(B) LOCATION: 








674 


(C) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




675 


(D) OTHER INFORMATION: 








676 


(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 


34: 






677 










678 


Asn Asn Asn Val Glu Lys Thr Pro 


Gly 


Ala lie Pro Ser 




679 






10 


— > 


680 


Pro Thr Thr Gin AspKamide ) 








681 


15 V ^ 








682 










683 










684 


(2) INFORMATION FOR SEQ ID NO: 35: 








685 


(i) SEQUENCE CHARACTERISTICS: 






— > 


686 


(A) LENGTH: 15 








687 


(B) TYPE: AMINO ACID 
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— > 



688 
689 
690 
691 
692 
693 
694 
695 
696 
697 
698 
699 
700 
701 
702 



(ii) 
(ix) 



(xi) 



Val 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY 

(B) LOCATION: 

(C) IDENTIFICATION METHOD 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 35 



DATE: 07/14/98 
TIME: 12:33:24 



INPUT SET: S27446.raw 



HUMAN iNOS (28-42) 



AMINO ACID ANALYSIS 



Glu Lys Ala 
-amide 




Pro 
5 



Ser Ala Thr Ser 



Ser Pro 
10 



Val Thr 





703 




(2) INFORMATION FOR SEQ ID NO: 36 








704 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


705 




(A) LENGTH: 12 








706 




(B) TYPE: AMINO ACID 








707 




(D) TOPOLOGY: LINEAR 








708 


(ii) 


MOLECULE TYPE: PEPTIDE 








709 


(ix) 


FEATURE : 








710 




(A) NAME/KEY: HUMAN iNOS (31-42) 








711 




(B) LOCATION: 








712 




(C) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




713 




(D) OTHER INFORMATION: 








714 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 


36: 






715 










— > 


716 


Ala 


Pro Ser Ala Thr Ser Ser Pro 


Val 


Thr Gin Asp^amide / 




717 




5 




10 




718 












719 











720 (2) INFORMATION FOR SEQ ID NO: 37: 

721 (i) SEQUENCE CHARACTERISTICS: 
--> 722 (A) LENGTH: 9 

723 (B) TYPE: AMINO ACID 

724 (D) TOPOLOGY: LINEAR 

725 (ii) MOLECULE TYPE: PEPTIDE 

726 (ix) FEATURE: 

727 (A) NAME/KEY: HUMAN iNOS (34-42) 
7 28 (B) LOCATION: 

7 29 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

7 30 (D) OTHER INFORMATION: 

731 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 

732 /V*" N 

— > 733 Ala Thr Ser Ser Pro Val Thr Gin Asp^amide J 

734 5 

735 

736 



737 



(2) INFORMATION FOR SEQ ID NO: 38: 



PAGE: 6 



— > 



— > 



738 
739 

740 
741 
742 
743 
744 
745 
746 
747 
748 
749 
750 
751 
752 
753 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME /KEY : HUMAN iNOS (37-42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38: 



Ser Pro Val Thr 



DATE: 07/14/98 
TIME: 12:33:26 



INPUT SET; S27446.raw 



Gin Asp-amide 

5 






754 




(2) INFORMATION FOR SEQ ID NO: 39 








755 


(i) 


SEQUENCE CHARACTERISTICS: 






--> 


756 




(A) LENGTH: 15 








757 




(B) TYPE: AMINO ACID 








758 




(D) TOPOLOGY: LINEAR 








759 


(ii) 


MOLECULE TYPE: PEPTIDE 








760 


(ix) 


FEATURE : 








761 




(A) NAME /KEY : HUMAN iNOS (25-39) 








762 




(B) LOCATION: 








763 




(C) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




764 




(D) OTHER INFORMATION: 








765 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 


39: 






766 












767 


Asn 


Asn Asn Val Glu Lys Ala Pro 


Ser 


Ala Thr Ser Ser 




768 








10 


— > 


769 


Pro 


Val(- amide J 








770 




15 V ^ 








771 












772 











— > 



— > 



773 
774 
775 
776 
777 
778 
779 
780 
781 
782 
783 
784 
785 
786 
787 
788 



(2) INFORMATION FOR SEQ ID NO: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 



40; 



(ii) 
(ix) 



(xi) 



(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME /KEY 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 40 



HUMAN iNOS (25-36) 



AMINO ACID ANALYSIS 



Asn Asn Asn 



Val Glu Lys Ala Pro Ser Ala 

5 10 



Thr 



Sej^ ^nTide ^ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:27 



INPUT SET: S27446.raw 

789 





790 




(2) INFORMATION FOR SEQ ID NO: 41: 






791 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


792 

793 
794 




(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 






795 


(ii) 


MOLECULE TYPE: PEPTIDE 






796 


(ix) 


FEATURE : 






797 




(A) NAME /KEY : HUMAN iNOS (25-33) 






798 




(B) LOCATION: 






799 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






800 




(D) OTHER INFORMATION: 






801 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 41: 






802 




/ "\ 




--> 


803 

804 
805 
806 


Asn 


Asn Asn Val Glu Lys Ala Pro Serf amide ) 
5 V ^ 






807 




(2) INFORMATION FOR SEQ ID NO: 42: 






808 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


809 

810 
811 




(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 






812 


(ii) 


MOLECULE TYPE: PEPTIDE 






813 


(ix) 


FEATURE : 






814 




(A) NAME/KEY: HUMAN iNOS (25-30) 






815 




(B) LOCATION: 






816 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






817 




(D) OTHER INFORMATION: 






818 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 42: 






819 








— > 


820 

821 
822 
823 


Asn 


Asn Asn Val Glu Lys^amide J 

5 






824 




(2) INFORMATION FOR SEQ ID NO: 43: 






825 


(i) 


SEQUENCE CHARACTERISTICS : 




— > 


826 

827 
828 




(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 






829 
830 


(ii) 
(ix) 


MOLECULE TYPE: PEPTIDE 
FEATURE : 






831 




(A) NAME /KEY : (A4) LOCUS HUMAN iNOS (37-54) 




832 




(B) LOCATION: 






833 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






834 




(D) OTHER INFORMATION: 






835 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 43: 





836 

8 37 Ser Pro Val Thr Gin Asp Asp Leu Gin Tyr His Asn Leu 
838 5 10 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US 108/833, 506 



DATE 
TIME: 



07/14/98 
12:33:29 



— > 



839 Ser Lys Gin Gin A sr^- amide J 



INPUT SET: S27446.raw 



840 
841 
842 



15 



— > 



— > 







tO\ TMPORMaTTftW FOR <IFO TH NO* 44 • 




ft A A 




cjFnTTFWPF fHaRArTPRT^TTP*! • 




OAK 








ft A £ 




\ O f 1 X Xr IL • X IN \J AL X U 




847 




i t\ \ Tr%r\T\(\T r\r*\7 • r t kttp a o 
(D) 1 OfULiUij Y I LXNeiAK 




848 


(ii) 


MOLECULE TYPE: PEPTIDE 




849 


(ix) 


FEATURE : 




850 




(A) NAME /KEY : HUMAN iNOS (40-54) 




851 




(B) LOCATION: 




852 




(C) IDENTIFICATION METHOD: AMINO 


ACID 


853 




(D) OTHER INFORMATION: 




854 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 


44: 


855 








856 


Thr 


Gin Asp Asp Leu Gin Tyr His 


Asn 


857 








858 


Gin 


Asx^amide) 




859 








860 








861 









Leu Ser Lys Gin 
10 





862 




(2) INFORMATION FOR SEQ ID NO: 45: 








863 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


864 




(A) LENGTH: 12 








865 




(B) TYPE: AMINO ACID 








866 




(D) TOPOLOGY: LINEAR 








867 


(ii) 


MOLECULE TYPE: PEPTIDE 








868 


(ix) 


FEATURE : 








869 




(A) NAME/KEY: HUMAN iNOS (43-54) 








870 




(B) LOCATION: 








871 




(C) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




872 




(D) OTHER INFORMATION: 








873 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 


45: 






874 










— > 


875 


Asp 


Leu Gin Tyr His Asn Leu Ser 


Lys 


Gin Gin Asn^amide^ 




876 




5 








877 












878 












879 












880 











881 (2) INFORMATION FOR SEQ ID NO: 46: 

882 (i) SEQUENCE CHARACTERISTICS: 
— > 883 (A) LENGTH: 9 

884 (B) TYPE: AMINO ACID 

885 (D) TOPOLOGY: LINEAR 

886 (ii) MOLECULE TYPE: PEPTIDE 

887 (ix) FEATURE: 

888 (A) NAME/KEY: HUMAN iNOS (46-54) 



PAGE: 9 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:31 



INPUT SET: S27446.ruw 





O O Q 

889 




(B) LOCATION: 








890 




fC) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




891 




^D1 OTHER INFORMATION: 








892 




SEOUENCE DESCRIPTION: SEO ID NO: 


46 : 






893 








f^** ^ 


— — > 






His Asn T.ftti Oft f fun f2"ln fiTn 


Asn^ 


alii A \Jk^s 




895 




5 








896 
























070 




f 9 ^ INFORMATION FOR «?PO TD NO • 4 7 








Q y S 




<3FOLIFNC!F CHARACTFRT^TTC 4 ? • 






— — > 














Qfl 1 




TYPF • AMTMf) APTn 








Q 0 O 




/nt TOPoronv* ttnfar 

\ U } X \JST\JLt\J\9 X • i-i JLlVCtM£\ 








7U J 




MOrFPTITF TVPF • PFPTTDF 

Pi\J Li Cm \* \J i_i Cm 1 Xr£j • XtCmSt 1 -L I/Hi 












FFiTTIRF • 








905 




(A) NAME /KEY : HUMAN iNOS (49-54) 








906 




(B) LOCATION: 








907 




(C) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




908 




(D) OTHER INFORMATION: 








909 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 


47: 






910 










— > 


911 


Leu 


Ser Lys Gin Gin Asi^amide^ 








912 












913 












914 











(2) INFORMATION FOR SEQ ID NO: 48: 
SEQUENCE CHARACTERISTICS: 
--> 917 (A) LENGTH: 15 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (37-51) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SEQ ID NO: 48: 



— > 



915 




916 


(i) 


917 




918 




919 




920 


(ii) 


921 


(ix) 


922 




923 




924 




925 




926 


(xi) 


927 




928 


Ser 


929 




930 


Ser 


931 




932 




933 





Pro Val Thr Gin Asp Asp Leu Gin Tyr His Asn Leu 
5 10 




9 34 (2) INFORMATION FOR SEQ ID NO: 49: 

935 (i) SEQUENCE CHARACTERISTICS: 
— > 936 (A) LENGTH: 12 

9 37 (B) TYPE: AMINO ACID 

938 (D) TOPOLOGY: LINEAR 



PAGE: 10 



— > 



939 
940 
941 
942 
943 
944 
945 
946 
947 
948 
949 
950 



(ii) 
(ix) 



(xi) 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (37-48) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 49: 



DATE: 07/14/98 
TIME: 12:33:32 



INPUT SET: S27446.raw 




951 (2) INFORMATION FOR SEQ ID NO: 50: 

952 (i) SEQUENCE CHARACTERISTICS: 

— > 953 (A) LENGTH: 9 

954 (B) TYPE: AMINO ACID 

955 (D) TOPOLOGY: LINEAR 

956 (ii) MOLECULE TYPE: PEPTIDE 

957 (ix) FEATURE: 

958 (A) NAME/KEY: HUMAN iNOS (37-45) 

959 (B) LOCATION: 

960 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

961 (D) OTHER INFORMATION: 

962 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 

963 p r~^\ 

— > 964 Ser Pro Val Thr Gin Asp Asp Leu Girt- amide/ 

965 5 

966 

967 



968 (2) INFORMATION FOR SEQ ID NO: 51: 

96 9 (i) SEQUENCE CHARACTERISTICS: 
— > 970 (A) LENGTH: 6 

971 (B) TYPE: AMINO ACID 

972 (D) TOPOLOGY: LINEAR 

97 3 (ii) MOLECULE TYPE: PEPTIDE 

974 (ix) FEATURE: 

975 (A) NAME/KEY: HUMAN iNOS (37-42) 

976 (B) LOCATION: 

977 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

978 (D) OTHER INFORMATION: 

97 9 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51: 

980 \ 

— > 981 Ser Pro Val Thr Gin Astf-amidey 

982 5 X / 

983 
984 
985 



986 
987 

— > 988 



(2) INFORMATION FOR SEQ ID NO: 52: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 18 



PAGE: 1 1 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:34 



INPUT SET: S27446.mw 





989 




(B) TYPE: AMINO ACID 










990 




(D) TOPOLOGY: LINEAR 










99 1 

7 -7 X 


M i \ 
\ J- 1 / 


MOLECULE TYPE: PEPTIDE 












/ \ v \ 

\ iX ) 


FEATURE : 










99? 




(A) NAME /KEY : ( F6 ) LOCUS HUMAN iNOS (781-798) 








994 




Cfk\ LOCATION* 










995 




(C\ TOFNTTFTPATTON METHOD* AMTNO ACID 


ANALYSIS 

£\ XJ t\ XJ 1 UX w 








996 




/n\ OTHFR INFORMATION* 










997 




SFOtlFNPF DFSPRTPTTON • SPO TD NO' 59 • 










99ft 
770 














99 9 


D r*n 


Ala r.An Vfl 1 ni n ni v tIp t.pu nl ii 

nXQ bCU VOX OXil Ul y XXC UCU VJ -1_ U 


Arg Val 


Val 


Asp 




1 AAA 






1 0 

X V 








1 fl A 1 
1UUX 


lily 


Dm Tlti* Pm TTi c^L'stmi Ho / 
riu x tlx r x u *i x »ji cnn x u w / 














1 5 










1 A A ^ 
J.UU J 














1 AAA 














1 A A R 
1UUD 




\ZJ XIN£ UriMA I J.UN x* vlt OCi^ XL/ JJlUi JJ . 










i nnc 
1 UUo 


/ i \ 
( 1 ) 


QPOTTPMnP PHiP APTFPTQTTPC! . 








_ _ s 

— — 


1 Aflf 
1UU / 




\ n / XiCJiU 111* 17 










i a a n 
1UUO 














1 A A 9 
X U U 7 




(D) TOPOLOGY: LINEAR 










1 A 1 A 


/ i i \ 


MOLECULE TYPE: PEPTIDE 










1 A 1 1 
X U X X 


I IX) 


FFATIIPF ♦ 










1 A 1 O 
1 \J X Z 




/ A \ NAMF/KFY* HUMAN pNOS f 806-894 \ 










1 rtl o 

1U1 O 




/d\ TOPATTOW* 










1014 




(H\ TDFNTTFTP ATTON MFTHOD • AMTNO APTD 


ANALYSTS 

nlinu X »JX 








1015 




/ n\ OTHFR INFORMATION* 












( XI ) 


<3FOIIFNPF DFSPRTPTTON* SFO TD NO • 5 ? • 










1 A 1 7 














1 A 1 ft 


Pro 


oiy Leu vax vxu nJLd xjcu ucu oci 


Ara Val 

nX y V CI X 


PT 11 






1 A 1 9 
X V X 7 






1 0 
x v 






_ _ S 

— ■* 7 


1 A 9 A 


Prn 


Prn A 1 9 Prn *P Vi t* CI 1 ii_ami Ho / 
ri7U nx a riu x iix vixu aiiixuc ✓ 














15 










1 099 
X u Z Z 














1 AO 7 


















f9\ INFORMATION FOR SPO ID NO* 54' 










1 09 R 


/ *i \ 










— — > 






(A) LENGTH: 15 










1 A 9 7 




(B) TYPE: AMINO ACID 










1 A 9 A 
1 U Z O 




(D) TOPOLOGY: LINEAR 










109 9 

X \J £t 7 


/ii \ 
V 11 ) 


MOLECULE TYPE: PEPTIDE 










1 A T A 


( ix) 


FEATURE : 










1031 




(A) NAME /KEY : HUMAN iNOS (784-798) 










1032 




(B) LOCATION: 










1033 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 








1034 




(D) OTHER INFORMATION: 










1035 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 54: 










1036 














1037 














1038 


Val 


Gin Gly He Leu Glu Arg Val Val 


Asp Gly 


Pro 


Thr 




1039 




5 


10 







PAGE: 12 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506 



DATE: 07/14/98 
TIME: 12:33:35 



--> 



1040 

1041 
1042 
1043 



Pro 



INPUT SET: S27446.raw 



1044 (2) INFORMATION FOR SEQ ID NO: 55: 

1045 (i) SEQUENCE CHARACTERISTICS: 
— > 1046 (A) LENGTH: 12 

1047 (B) TYPE: AMINO ACID 

1048 (D) TOPOLOGY: LINEAR 

1049 (ii) MOLECULE TYPE: PEPTIDE 

1050 (ix) FEATURE: 

1051 (A) NAME/KEY: HUMAN iNOS (787-798) 

1052 (B) LOCATION: 

1053 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1054 (D) OTHER INFORMATION: 

1055 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55: 
1056 

— > 1057 lie Leu Glu Arg Val Val Asp Gly Pro Thr Pro His^'amide 
1058 5 10 

1059 
1060 




1061 




(2) INFORMATION FOR SEQ ID NO: 56: 


1062 


(i) 


SEQUENCE CHARACTERISTICS: 


--> 1063 




(A) LENGTH: 9 


1064 




(B) TYPE: AMINO ACID 


1065 




(D) TOPOLOGY: LINEAR 


1066 


(ii) 


MOLECULE TYPE: PEPTIDE 


1067 


(ix) 


FEATURE : 


1068 




(A) NAME/KEY: HUMAN iNOS (790-798) 


1069 




(B) LOCATION: 


1070 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 


1071 




(D) OTHER INFORMATION: 


1072 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 56: 


1073 






— > 1074 


Arg 


Val Val Asp Gly Pro Thr Pro His^amide^ 


1075 






1076 






1077 







1078 (2) INFORMATION FOR SEQ ID NO: 57: 

107 9 (i) SEQUENCE CHARACTERISTICS: 
— > 1080 (A) LENGTH: 6 

1081 (B) TYPE: AMINO ACID 

1082 (D) TOPOLOGY: LINEAR 

1083 (ii) MOLECULE TYPE: PEPTIDE 

1084 (ix) FEATURE: 

1085 (A) NAME /KEY : HUMAN iNOS (793-798) 

1086 (B) LOCATION: 

1087 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1088 (D) OTHER INFORMATION: 

1089 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57: 



PAGE: 13 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:37 



INPUT SET: S27446.raw 



1090 

— > 1091 Asp Gly Pro Thr Pro Hi sf- amide 

1092 5 
1093 
1094 





1095 




(2) INFORMATION FOR SEQ ID NO: 58: 








1096 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


1097 




(A) LENGTH: 14 








1098 




(B) TYPE: AMINO ACID 








1099 




(D) TOPOLOGY: LINEAR 








1100 


(ii) 


MOLECULE TYPE: PEPTIDE 








1101 


(ix) 


FEATURE : 








1102 




(A) NAME/KEY: HUMAN iNOS (781-794) 








1103 




(B) LOCATION: 








1104 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 






1105 




(D) OTHER INFORMATION: 








1106 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 58: 








1107 












1108 


Pro 


Ala Leu Val Gin Gly lie Leu Glu 


Arg Val 


Val Asp 




1109 






10 




— > 


1110 


Glypamide J 








1111 












1112 












1113 




(2) INFORMATION FOR SEQ ID NO: 59: 








1114 


(i) 


SEQUENCE CHARACTERISTICS: 






> 


1115 




(A) LENGTH: 12 








1116 




(B) TYPE: AMINO ACID 








1117 




(D) TOPOLOGY: LINEAR 








1118 


(ii) 


MOLECULE TYPE: PEPTIDE 








1119 


(ix) 


FEATURE : 








1120 




(A) NAME/KEY: HUMAN iNOS (781-792) 








1121 




(B) LOCATION: 








1122 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 






1123 




(D) OTHER INFORMATION: 








1124 


. (xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 59: 








1125 








rr^ ^ 


— > 


1126 


Pro 


Ala Leu Val Gin Gly lie Leu Glu 


Arg Val 


Val^-amide/ 




1127 




5 


10 






1128 












1129 












1130 




(2) INFORMATION FOR SEQ ID NO: 60: 








1131 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


1132 




(A) LENGTH: 9 








1133 




(B) TYPE: AMINO ACID 








1134 




(D) TOPOLOGY: LINEAR 








1135 


(ii) 


MOLECULE TYPE: PEPTIDE 








1136 


(ix) 


FEATURE : 








1137 




(A) NAME /KEY : HUMAN iNOS (781-789) 








1138 




(B) LOCATION: 








1139 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 






PAGE: 14 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:38 

INPUT SET: S27446.raw 





1140 




f D ) OTHER INFORMATION : 






1141 


( xi ) 


SEOUENCE DESCRIPTION: SEO ID NO: 60- 






1142 






^ 


— > 


1143 


Pro 


Ala Leu Val Gin Glv He Leu Gli/ 


GIIIXUO J 




1144 




5 


^ — ^ 




1145 










1146 










1147 




(2^ INFORMATION FOR SRO ID NO* 61* 






1148 


( i \ 


SEOUENPE CHARACTER I ^TTP*? • 




> 


1149 




/ A * LENGTH * 6 






1 uu 




/D\ rpvpp. AMTNO aPTH 
\ d } i i rCi # An iiiu i-iv— i ju 






1151 




(T)\ TOPOTOGY • T.TNEAR 






1 1 5 9 

X 1 yJ £t 




MOT.EPtlT.E TVPE • PPPTTDP 






ITS'? 


\ 1X ) 


po ATTTPE • 






1154 




(A) NAME /KEY : HUMAN iNOS (781-786) 






1155 




(B) LOCATION: 






1156 




(C\ TDFNTTFTP ATTON MFTHOH • AMTNO APTH 

^ ) ll/£jll X 1 C IV^n 1 lull nEi 1 IlvU • AfllliU AL1U 


ANAT VQTC3 
nlinu I DID 




1157 




/n\ OTHER INFORMATION* 






1158 


V Al j 


SEOUENPE DF^CRIPTTON • <3EO TD NO* fil • 






11 J7 








> 


i i fin 

1 1 ou 


Pro 


Ala Ten V»l Pin Pi vCam-i J 
Hid jueu vai kiln uXw~aimae / 






1161 




5 V ^ 






1 1 fi9 

1 1 D 










1163 










1164 




i1\ INFORMATION FOR qFO TD NO* 69- 

\ £t f 111 C \J L\Vlt\ X IV/ll J. \J C\ »J Hi\£ 11/ llU ♦ \3 £, * 






1165 




^FOtJFNPF PHARAPTFRTCJTTPc; • 

0£js/1^11i1iV»>1-i LIuilUiL 1 d£\10 X IwO • 




> 


1166 

X JL O W 




( A \ LENGTH • 1 A 






1167 

1 1 o / 




/D\ TVPE • AMTNO APTH 
\ D ] 1 I rD • AH 1 IN \J .H.\— 1 JJ 






1168 




/D^ TOPOLOGY* LINEAR 






116 9 


In \ 


MOT FPIir F TVPE • PEPTTHP 
i Y iu i_i d v»< u i_i Hi i irCi * rJLr 1 1 Ud 






1170 




EE ATTTRP • 






1171 

1 1 1 1 




i h \ NAME / VEV • / PI 1 \ T OPTTC! HI i MOC 






1179 

1 1 f £* 










1173 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




11/4 




(D) OTHER INFORMATION: 






1175 


\ AJ - / 


SEOLJFNPE DE^PRTPTTON* QFO m NO* fi9 • 






1176 










1177 


Gly 


T "1 o Val Prn PVio Hrrr Car T3 Vi o Trn 
lie? vai xr i rue >i j. y oci xriicr up 


olll ulll HI y Leu 




1178 






1 0 

1 V 


— > 


1179 


His 


AST) Cor* Gl n Hi c>ami 1 






1180 




15 V 






1181 










1182 










1183 




(2) INFORMATION FOR SEQ ID NO: 63: 






1184 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1185 




(A) LENGTH: 18 






1186 




(B) TYPE: AMINO ACID 






1187 




(D) TOPOLOGY: LINEAR 






1188 


(ii) 


MOLECULE TYPE: PEPTIDE 






1189 


(ix) 


FEATURE : 





PAGE: 15 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:40 

INPUT SET: S27446.raw 

1190 (A) NAME /KEY : HUMAN nNOS (1256-1273) 

1191 (B) LOCATION: 

1192 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1193 (D) OTHER INFORMATION: 

1194 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63: 
1195 

1196 Gly lie Ala Pro Phe Arg Ser Phe Trp Gin Gin Arg Gin 

1197 5 ^^~\ 10 
— > 1198 Phe Asp lie Gin Hi amide 

1199 15 
1200 
1201 



1202 




(2) INFORMATION FOR SEQ ID NO: 64: 




1203 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 1204 




(A) LENGTH: 15 




1205 




(B) TYPE: AMINO ACID 




1206 




(D) TOPOLOGY: LINEAR 




1207 


(ii) 


MOLECULE TYPE: PEPTIDE 




1208 


(ix) 


FEATURE : 




1209 




(A) NAME /KEY : HUMAN eNOS (1017-1031) 




1210 




(B) LOCATION: 




1211 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 


1212 




(D) OTHER INFORMATION: 




1213 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 64: 




1214 








1215 


Gly 


lie Ala Pro Phe Arg Gly Phe Trp 


Gin Glu Arg Leu 


1216 






10 


— > 1217 


His 


AspKamide/ 




1218 








1219 








1220 









1221 (2) INFORMATION FOR SEQ ID NO: 65: 

1222 (i) SEQUENCE CHARACTERISTICS: 
— > 1223 (A) LENGTH: 15 

1224 (B) TYPE: AMINO ACID 

1225 (D) TOPOLOGY: LINEAR 

1226 (ii) MOLECULE TYPE: PEPTIDE 

1227 (ix) FEATURE: 

1228 (A) NAME/KEY: HUMAN iNOS (988-1002) 

1229 (B) LOCATION: 

1230 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1231 (D) OTHER INFORMATION: 

12 32 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 65: 
1233 

1234 Pro Phe Ara Ser Phe Trp Gin Gin Arg Leu His Asp Ser 

1235 fl 5 10 
— > 1236 Gin Hist-amidjf 

1237 15 ^ — 



1238 
1239 



1240 



(2) INFORMATION FOR SEQ ID NO: 66: 



PAGE: 16 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:42 

INPUT SET: S27446.raw 

1241 (i) SEQUENCE CHARACTERISTICS: 
--> 1242 (A) LENGTH: 12 

124 3 (B) TYPE: AMINO ACID 

1244 (D) TOPOLOGY: LINEAR 

1245 (ii) MOLECULE TYPE: PEPTIDE 

1246 (ix) FEATURE: 

1247 (A) NAME /KEY : HUMAN iNOS (991-1002) 

1248 (B) LOCATION: 

124 9 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1250 ( D) OTHER INFORMATION: 

1251 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 66: 
1252 

--> 1253 
1254 
1255 
1256 




1257 




(2) INFORMATION FOR SEQ ID NO: 67: 


1258 


(i) 


SEQUENCE CHARACTERISTICS: 


— > 1259 




(A) LENGTH: 9 


1260 




(B) TYPE: AMINO ACID 


1261 




(D) TOPOLOGY: LINEAR 


1262 


(ii) 


MOLECULE TYPE: PEPTIDE 


1263 


(ix) 


FEATURE : 


1264 




(A) NAME/KEY: HUMAN iNOS (994-1002) 


1265 




(B) LOCATION: 


1266 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 


1267 




(D) OTHER INFORMATION: 


1268 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 67: 


1269 






— > 1270 


Gin 


Gin Arg Leu His Asp Ser Gin His^amide^ 


1271 






1272 






1273 







1274 (2) INFORMATION FOR SEQ ID NO: 68: 

1275 (i) SEQUENCE CHARACTERISTICS: 
— > 1276 (A) LENGTH: 5 

127 7 (B) TYPE: AMINO ACID 

127 8 (D) TOPOLOGY: LINEAR 

127 9 (ii) MOLECULE TYPE: PEPTIDE 

1280 (ix) FEATURE: 

1281 (A) NAME/KEY: HUMAN iNOS (997-1002) 

1282 (B) LOCATION: 

1283 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1284 (D) OTHER INFORMATION: 

1285 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 68: 

1286 r/rOi 

— > 1287 His Asp Ser Gin His-\amide/ 

1288 5 V 

1289 
1290 



1291 



(2) INFORMATION FOR SEQ ID NO: 69: 



PAGE: 17 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:43 

INPUT SET: S27446.raw 

1292 (i) SEQUENCE CHARACTERISTICS: 
— > 1293 (A) LENGTH: 15 

1294 (B) TYPE: AMINO ACID 

12 95 (D) TOPOLOGY: LINEAR 

1296 (ii) MOLECULE TYPE: PEPTIDE 

1297 (ix) FEATURE: 

1298 (A) NAME /KEY : HUMAN iNOS (985-998) 

1299 (B) LOCATION: 

1300 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1301 (D) OTHER INFORMATION: 

1302 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 69: 
1303 
1304 
1305 

--> 1306 
1307 
1308 
1309 




1310 




(2) INFORMATION FOR SEQ ID NO: 70: 




1311 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 1312 




(A) LENGTH: 12 




1313 




(B) TYPE: AMINO ACID 




1314 




(D) TOPOLOGY: LINEAR 




1315 


(ii) 


MOLECULE TYPE: PEPTIDE 




1316 


(ix) 


FEATURE : 




1317 




(A) NAME/KEY: HUMAN iNOS (985-996) 




1318 




(B) LOCATION: 




1319 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 


1320 




(D) OTHER INFORMATION: 




1321 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 70: 




1322 








— > 1323 


Gly 


lie Val Pro Phe Arg Ser Phe Trp 


Gin Gin Arg^amide/ 


1324 




5 


10 ^ ^ 


1325 








1326 









1327 (2) INFORMATION FOR SEQ ID NO: 71: 

1328 (i) SEQUENCE CHARACTERISTICS: 
— -> 1329 (A) LENGTH: 9 

13 30 (B) TYPE: AMINO ACID 

1331 (D) TOPOLOGY: LINEAR 

1332 (ii) MOLECULE TYPE: PEPTIDE 

1333 (ix) FEATURE: 

1334 (A) NAME/KEY: HUMAN iNOS (985-993) 

1335 (B) LOCATION: 

1336 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
13 37 (D) OTHER INFORMATION: 

13 38 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 71: 
1339 f A 

— > 1340 Gly lie Val Pro Phe Arg Ser Phe Tr*- amide ) 

1341 5 \^^^y 

1342 



PAGE: 18 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:45 



INPUT SET: S27446.raw 

1343 





1344 




(2) INFORMATION FOR SEQ ID NO: 72: 






1345 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1346 




(A) LENGTH: 6 






1347 




(B) TYPE: AMINO ACID 






1348 




(D) TOPOLOGY: LINEAR 






1349 


(ii) 


MOLECULE TYPE: PEPTIDE 






1350 


(ix) 


FEATURE : 






1351 




(A) NAME /KEY : HUMAN iNOS (985-990) 






1352 




(B) LOCATION: 






1353 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




1354 




(D) OTHER INFORMATION: 






1355 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 72: 






1356 




\ 




— > 


1357 


Gly 


lie Val Pro Phe Ard-amide) 






1358 




5 v^ly 






1359 










1360 










1361 




(2) INFORMATION FOR SEQ ID NO: 73: 






1362 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1363 




(A) LENGTH: 18 






1364 




(B) TYPE: AMINO ACID 






1365 




(D) TOPOLOGY: LINEAR 






1366 


(ii) 


MOLECULE TYPE: PEPTIDE 






1367 


(ix) 


FEATURE : 






1368 




(A) NAME/KEY: (HI) LOCUS HUMAN iNOS (1009-1026) 




1369 




(B) LOCATION: 






1370 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




1371 




(D) OTHER INFORMATION: 






1372 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 73: 






1373 










1374 


Arg 


Met Thr Leu Val Plje-^Gly Ser Arg 


Arg Pro Asp Glu 




1375 






10 


— > 


1376 


Asp 


His lie Tyr Gin-amide J 






1377 




15 






1378 










1379 










1380 




(2) INFORMATION FOR SEQ ID NO: 74: 






1381 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1382 




(A) LENGTH: 17 






1383 




(B) TYPE: AMINO ACID 






1384 




(D) TOPOLOGY: LINEAR 






1385 


(ii) 


MOLECULE TYPE: PEPTIDE 






1386 


(ix) 


FEATURE : 






1387 




(A) NAME/KEY: HUMAN eNOS (1041-1057) 






1388 




(B) LOCATION: 






1389 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




1390 




(D) OTHER INFORMATION: 






1391 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 74: 






PAGE: 19 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:46 



INPUT SET: S27446.raw 





1393 


Met 


Thr Leu Val Phe Gly Ser Arg Ser 


Ser Gin 


Leu 


Asp 




1394 






10 






— > 


1395 


His 


Leu Tyr ArgPamide J 










1396 




15 — ^ 










1397 














1398 














1399 




(2) INFORMATION FOR SEQ ID NO: 75: 










1400 


( i ) 


SEQUENCE CHARACTERISTICS: 








— > 


1401 




(A) LENGTH: 17 










1402 




(B) TYPE: AMINO ACID 










1403 




( D ) TOPOLOGY : LINEAR 










1404 


( ii ) 


MOLECULE TYPE: PEPTIDE 










1405 


( ix) 


FEATURE : 










1406 




(A) NAME/KEY: HUMAN nNOS (1281-1297) 










1407 




(B) LOCATION: 










1408 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 








14 0 y 




1 T\\ HTUPD TIWU'A'DM ATTfMVr • 










1410 


( xi ) 


SEQUENCE DESCRIPTION: SEQ ID NO: 75: 










1411 














1412 


Met 


Val Leu Val Phe Gly Ser Arg Gin 


Ser Lys 


He 


Asp 




1413 






10 






— > 


1414 


His 


lie Tyr Argpamide J 










1415 




15 ^w-^^ 










1416 














1417 














1418 




(2) INFORMATION FOR SEQ ID NO: 76: 










1419 


( i ) 


SEQUENCE CHARACTERISTICS: 








— > 


1420 




(A) LENGTH: 15 










1421 




(B) TYPE: AMINO ACID 










1422 




( D ) TOPOLOGY : LINEAR 










1423 


( ii ) 


MOLECULE TYPE: PEPTIDE 










1424 


( ix) 


FEATURE : 










1425 




(A) NAME /KEY : HUMAN iNOS (1012-1026) 










1426 




(B) LOCATION: 










1427 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 








i / Oft 




\u) (JlrlCiK XINr UrtMAl XUiM \ 










1429 


( xi ) 


SEQUENCE DESCRIPTION: SEQ ID NO: 76: 










1430 














1431 


Leu 


Val Phe Glv Ser Ara Arq Pro Asp 


Glu Asp 


His 


He 




1432 






10 






— > 


1433 


Tvr 


Gin— amide J 










1434 




15 V^l^^ 










1435 














1436 














1437 




(2) INFORMATION FOR SEQ ID NO: 77: 










1438 


(i) 


SEQUENCE CHARACTERISTICS: 








— > 


1439 




(A) LENGTH: 12 










1440 




(B) TYPE: AMINO ACID 










1441 




(D) TOPOLOGY: LINEAR 










1442 


(ii) 


MOLECULE TYPE: PEPTIDE 









PAGE: 20 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:48 

INPUT SET: S27446.raw 

1443 (ix) FEATURE: 

1444 (A) NAME /KEY : HUMAN iNOS (1015-1026) 

1445 (B) LOCATION: 

1446 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1447 (D) OTHER INFORMATION: 

1448 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 77: 

1449 ^ N 
— > 1450 Cly Ser Arg Arg Pro Asp Glu Asp His He Tyr Gin-amide / 

1451 5 10 

1452 

1453 

1454 

1455 



1456 (2) INFORMATION FOR SEQ ID NO: 78: 

1457 (i) SEQUENCE CHARACTERISTICS: 

1458 (A) LENGTH: 9 

145 9 (B) TYPE: AMINO ACID 

1460 (D) TOPOLOGY: LINEAR 

1461 (ii) MOLECULE TYPE: PEPTIDE 

1462 (ix) FEATURE: 

1463 (A) NAME/KEY: HUMAN iNOS (1018-1026) 

1464 (B) LOCATION: 

1465 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1466 (D) OTHER INFORMATION: 

1467 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 78: 

1468 r r^^\ 

— > 1469 Arg Pro Asp Glu Asp His lie Tyr Glnhamide J 

1470 5 V^^^ 

1471 

1472 



1473 (2) INFORMATION FOR SEQ ID NO: 79: 

1474 (i) SEQUENCE CHARACTERISTICS: 

— > 1475 (A) LENGTH: € 

1476 (B) TYPE: AMINO ACID 

1477 (D) TOPOLOGY: LINEAR 

1478 (ii) MOLECULE TYPE: PEPTIDE 
147 9 (ix) FEATURE: 

1480 (A) NAME/KEY: HUMAN iNOS (1021-1026) 

1481 (B) LOCATION: 

1482 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
14 83 (D) OTHER INFORMATION: 

14 84 (xi) SEQUENCE DESCRIPTION: SEQ IXLNO: 79: 

1485 ^ f \ 

— > 1486 Glu Asp His lie Tyr Gln^-amide/ 

1487 5 ^ ^ 

1488 
1489 



1490 
1491 
— > 1492 



(2) INFORMATION FOR SEQ ID NO: 80: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 15 



PAGE: 21 



— > 



1493 
1494 
1495 
1496 
1497 
1498 
1499 
1500 
1501 
1502 
1503 
1504 
1505 
1506 
1507 
1508 



(ii) 
(ix) 



(xi) 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



(B) TYPE: AMINO ACID 

(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (1009-1023) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 80: 



DATE: 
TIME: 



07/14/98 
12:33:49 



INPUT SET: S27446.raw 



Arg Met Thr Leu Val Phe Gly Ser Arg Arg Pro Asp Glu 
Asp His-amide J 



— > 



— > 



1509 
1510 
X511 
1512 
1513 
1514 
1515 
1516 
1517 
1518 
1519 
1520 
1521 
1522 
1523 
1524 
1525 



(2) INFORMATION FOR SEQ ID NO: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

PEPTIDE 



81! 



(ii) 
(ix) 



(xi) 



MOLECULE TYPE: 
FEATURE : 

(A) NAME /KEY : HUMAN iNOS (1009-1020) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 81 j 



Arg Met Thr Leu Val Phe Gly Ser Arg Arg Pr 

5 10 



o^mide^ 



1526 (2) INFORMATION FOR SEQ ID NO: 82: 

1527 (i) SEQUENCE CHARACTERISTICS: 
— > 1528 (A) LENGTH: 9 

152 9 (B) TYPE: AMINO ACID 

15 30 (D) TOPOLOGY: LINEAR 

15 31 (ii) MOLECULE TYPE: PEPTIDE 

15 32 (ix) FEATURE: 

1533 (A) NAME/KEY: HUMAN iNOS (1009-1017) 

15 34 (B) LOCATION: 

15 35 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

15 36 (D) OTHER INFORMATION: 

1537 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 82: 

1538 \ 
— > 1539 Arg Met Thr Leu Val Phe Gly Ser Ar^-amideJ 

1540 5 X_ y 

1541 

1542 



1543 



(2) INFORMATION FOR SEQ ID NO: 83: 



PAGE: 22 RAW SEQUENCE LISTING DATE: 07/ 1 4/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:51 

INPUT SET: S27446.raw 

1544 (i) SEQUENCE CHARACTERISTICS: 
— > 1545 (A) LENGTH: 6 

1546 (B) TYPE: AMINO ACID 

1547 (D) TOPOLOGY: LINEAR 

1548 (ii) MOLECULE TYPE: PEPTIDE 

1549 (ix) FEATURE: 

1550 (A) NAME /KEY : HUMAN iNOS (1009-1014) 

1551 (B) LOCATION: 

1552 . (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1553 (D) OTHER INFORMATION: 

1554 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 83: 
1555 

— > 1556 
1557 
1558 
1559 
1560 






1595 




(2) INFORMATION FOR SEQ ID NO: 86 








1596 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


1597 




(A) LENGTH: 18 








1598 




(B) TYPE: AMINO ACID 








1599 




(D) TOPOLOGY: LINEAR 








1600 


(ii) 


MOLECULE TYPE: PEPTIDE 








1601 


(ix) 


FEATURE : 








1602 




(A) NAME /KEY : HUMAN iNOS (37-54) 








1603 




(B) LOCATION: 








1604 




(C) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




1605 




(D) OTHER INFORMATION: 








1606 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 


86: 






1607 












1608 


Ser 


Pro Val Thr Gin Asp Asp Leu 


Gin 


Tyr His Asn Leu 




1609 








10 


— > 


1610 


Ser 


Lys Gin Gin Asiv-amideJ 








1611 












1612 












1613 












1614 




(2) INFORMATION FOR SEQ ID NO: 87 








1615 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


1616 




(A) LENGTH: 5 








1617 




(B) TYPE: AMINO ACID 








1618 




(D) TOPOLOGY: LINEAR 








1619 


(ii) 


MOLECULE TYPE: PEPTIDE 








1620 


(ix) 


FEATURE : 








1621 




(A) NAME/KEY: HUMAN iNOS (41-45) 








1622 




(B) LOCATION: 








1623 




(C) IDENTIFICATION METHOD: AMINO 


ACID 


ANALYSIS 




1624 




(D) OTHER INFORMATION: 








1625 


(xi) 


SEQUENCE DESCRIPTION i^SEQ ID NO: 


87: 






1626 










— > 


1627 


Gin 


Asp Asp Leu Gin-amide/ 








1628 











PAGE: 23 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:33:53 



1629 
1630 



INPUT SET: S27446.raw 



1631 (2) INFORMATION FOR SEQ ID NO: 88: 

16 32 (i) SEQUENCE CHARACTERISTICS: 
--> 1633 (A) LENGTH: 6 

16 34 (B) TYPE: AMINO ACID 

1635 (D) TOPOLOGY: LINEAR 

1636 (ii) MOLECULE TYPE: PEPTIDE 

1637 (ix) FEATURE: 

1638 (A) NAME /KEY : HUMAN iNOS (40-45) 

1639 (B) LOCATION: 

1640 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1641 (D) OTHER INFORMATION: 

1642 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 88: 



1643 j>^r\ 

— > 1644 Thr Gin Asp Asp Leu Gin- amide' 

1645 5 ^ *S 

1646 
1647 



1648 (2) INFORMATION FOR SEQ ID NO: 89: 

1649 (i) SEQUENCE CHARACTERISTICS: 
— > 1650 (A) LENGTH: 7 

1651 (B) TYPE: AMINO ACID 

1652 (D) TOPOLOGY: LINEAR 
165 3 (ii) MOLECULE TYPE: PEPTIDE 

1654 (ix) FEATURE: 

1655 (A) NAME /KEY : HUMAN iNOS (39-45) 

1656 (B) LOCATION: 

1657 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
16 58 (D) OTHER INFORMATION: 

1659 (xi) SEQUENCE DESCRIPTION: SEQ ID N£i_$9: 
1660 

— > 1661 Val Thr Gin Asp Asp Leu Gin-amide J 

1662 5 y 

1663 

1664 

1665 

1666 



1667 (2) INFORMATION FOR SEQ ID NO: 90: 

1668 (i) SEQUENCE CHARACTERISTICS: 
— > 1669 (A) LENGTH: 8 

1670 (B) TYPE: AMINO ACID 

16 71 (D) TOPOLOGY: LINEAR 

1672 (ii) MOLECULE TYPE: PEPTIDE 

1673 (ix) FEATURE: 

1674 (A) NAME/KEY: HUMAN iNOS (38-45) 

1675 (B) LOCATION: 

1676 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1677 (D) OTHER INFORMATION: 

1678 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 90: 



PAGE: 24 



— > 



1679 
1680 

1681 
1682 
1683 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



Pro Val Thr Gin Asp Asp Leu Gli^^ mide ^ 



DATE: 07/14/98 
TIME: 12:33:54 



INPUT SET: S27446.raw 



— > 



— > 



1684 
1685 
1686 
1687 
1688 
1689 
1690 
1691 
1692 
1693 
1694 
1695 
1696 
1697 
1698 
1699 
1700 



(2) INFORMATION FOR SEQ ID NO: 91: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME /KEY : HUMAN iNOS (37-45) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 91: 



Ser Pro Val Thr Gin Asp Asp Leu Gln^amide > 




1701 (2) INFORMATION FOR SEQ ID NO: 92: 

1702 (i) SEQUENCE CHARACTERISTICS: 
— > 1703 (A) LENGTH: 5 

1704 (B) TYPE: AMINO ACID 

1705 (D) TOPOLOGY: LINEAR 

1706 (ii) MOLECULE TYPE: PEPTIDE, 

1707 (ix) FEATURE: 

1708 (A) NAME /KEY : HUMAN iNOS (40-44) 

1709 (B) LOCATION: 

1710 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

1711 (D) OTHER INFORMATION: 

1712 (xi) SEQUENCE DESCRIPTION :SEQ ID NO: 92: 

1713 f \ 
— > 1714 Thr Gin Asp Asp Lev£amide ) 

1715 5 ^ S 

1716 
1717 
1718 



1719 (2) INFORMATION FOR SEQ ID NO: 93: 

1720 (i) SEQUENCE CHARACTERISTICS: 
— > 1721 (A) LENGTH: 6 

1722 (B) TYPE: AMINO ACID 

17 2 3 (D) TOPOLOGY: LINEAR 

1724 (ii) MOLECULE TYPE: PEPTIDE 

1725 (ix) FEATURE: 

1726 (A) NAME/KEY: HUMAN iNOS (39-44) 

1727 (B) LOCATION: 

1728 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 



PAGE: 25 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:56 



— > 



1729 
1730 
1731 
1732 
1733 
1734 
1735 



(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ 



Val Thr Gin Asp 



Asp 

5 




Leu-amide 



INPUT SET: S27446.raw 



NO: 93: 





1736 




(2) INFORMATION FOR SEQ ID NO: 94: 




1737 


(i) 


SEQUENCE CHARACTERISTICS: 


— > 


1738 




(A) LENGTH: 7 




1739 




(B) TYPE: AMINO ACID 




1740 




(D) TOPOLOGY: LINEAR 




1741 


(ii) 


MOLECULE TYPE: PEPTIDE 




1742 


(ix) 


FEATURE : 




1743 




(A) NAME/KEY: HUMAN iNOS (38-44) 




1744 




(B) LOCATION: 




1745 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




1746 




(D) OTHER INFORMATION: 




1747 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 94: 




1748 




f \ 


— > 


1749 


Pro 


Val Thr Gin Asp Asp LeiAamidey 




1750 




5 ^ S 




1751 








1752 








1753 




(2) INFORMATION FOR SEQ ID NO: 95: 




1754 


( i ) 


SEQUENCE CHARACTERISTICS: 


— > 


1755 




(A) LENGTH: 8 




1756 




(B) TYPE: AMINO ACID 




1757 




(D) TOPOLOGY: LINEAR 




1758 


(ii) 


MOLECULE TYPE: PEPTIDE 




1759 


(ix) 


FEATURE : 




1760 




(A) NAME/KEY: HUMAN iNOS (37-44) 




1761 




(B) LOCATION: 




1762 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




1763 




(D) OTHER INFORMATION: 




1764 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 95: 




1765 






— > 


1766 


Ser 


Pro Val Thr Gin Asp Asp Lei^amide^ 




1767 








1768 








1769 








1770 








1771 




(2) INFORMATION FOR SEQ ID NO: 96: 




1772 


(i) 


SEQUENCE CHARACTERISTICS: 


— > 


1773 




(A) LENGTH: 9 




1774 




(B) TYPE: AMINO ACID 




1775 




(D) TOPOLOGY: LINEAR 




1776 


(ii) 


MOLECULE TYPE: PEPTIDE 




1777 


(ix) 


FEATURE : 




1778 




(A) NAME/KEY: HUMAN iNOS (36-44) 



PAGE: 26 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:33:57 



INPUT SET: S27446.raw 



— > 



1779 
1780 
1781 
1782 
1783 
1784 
1785 
1786 
1787 



(xi) 



Ser 



(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 96: 

Ser Pro Val Thr Gin Asp Asp Leu+amide / 



— > 



— > 



1788 
1789 
1790 
1791 
1792 
1793 
1794 
1795 
1796 
1797 
1798 
1799 
1800 
1801 
1802 
1803 
1804 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 97: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (39-43) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION :^_£EQ ID NO: 97: 



Val Thr Gin Asp A sp^ amide 

5 



1805 




(2) INFORMATION FOR SEQ ID NO: 98 




1806 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 1807 




(A) LENGTH: 6 




1808 




(B) TYPE: AMINO ACID 




1809 




(D) TOPOLOGY: LINEAR 




1810 


(ii) 


MOLECULE TYPE: PEPTIDE 




1811 


(ix) 


FEATURE : 




1812 




(A) NAME/KEY: HUMAN iNOS (38-43) 




1813 




(B) LOCATION: 




1814 




(C) IDENTIFICATION METHOD: AMINO 


ACID ANALYSIS 


1815 




(D) OTHER INFORMATION: 




1816 


(xi) 


SEQUENCE DESCRIPTION: SEOJD NO: 


98: 


1817 








— > 1818 


Pro 


Val Thr Gin Asp Asp-amide) 




1819 








1820 








1821 








1822 









1823 (2) INFORMATION FOR SEQ ID NO: 99: 

1824 (i) SEQUENCE CHARACTERISTICS: 
— > 1825 (A) LENGTH : 7 

1826 (B) TYPE: AMINO ACID 

1827 (D) TOPOLOGY: LINEAR 

1828 (ii) MOLECULE TYPE: PEPTIDE 



PAGE: 27 



— > 



1829 
1830 
1831 
1832 
1833 
1834 
1835 
1836 
1837 
1838 
1839 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



(ix) FEATURE: 

(A) NAME /KEY : HUMAN iNOS (37-43) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 99: 

Ser Pro Val Thr Gin Asp Asp^Wmide^^ 



DATE: 07/14/98 
TIME: 12:33:59 



INPUT SET: S27446.raw 





1840 




(2) INFORMATION FOR SEQ ID NO: 100: 






1841 


(i) 


SEQUENCE CHARACTERISTICS : 




— > 


1842 




(A) LENGTH: 8 






1843 




(B) TYPE: AMINO ACID 






1844 




(D) TOPOLOGY: LINEAR 






1845 


(ii) 


MOLECULE TYPE: PEPTIDE 






1846 


(ix) 


FEATURE : 






1847 




(A) NAME/KEY: HUMAN iNOS (36-43) 






1848 




(B) LOCATION: 






1849 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




1850 




(D) OTHER INFORMATION: 






1851 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 100: 






1852 








— > 


1853 


Ser 


Ser Pro Val Thr Gin Asp Asrf-amidc 






1854 










1855 










1856 










1857 




(2) INFORMATION FOR SEQ ID NO: 101: 






1858 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1859 




(A) LENGTH: 9 






1860 




(B) TYPE: AMINO ACID 






1861 




(D) TOPOLOGY: LINEAR 






1862 


(ii) 


MOLECULE TYPE: PEPTIDE 






1863 


(ix) 


FEATURE : 






1864 




(A) NAME/KEY: HUMAN iNOS (35-43) 






1865 




(B) LOCATION: 






1866 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




1867 




(D) OTHER INFORMATION: 






1868 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 101: 






1869 






■O 


— > 


1870 


Thr 


Ser Ser Pro Val Thr Gin Asp Asp- 


■amide/ 




1871 









1872 
1873 
1874 



1875 (2) INFORMATION FOR SEQ ID NO: 102: 

1876 (i) SEQUENCE CHARACTERISTICS: 
— > 1877 (A) LENGTH: 18 

1878 (B) TYPE: AMINO ACID 



PAGE: 28 



--> 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:34:00 



INPUT SET: S27446.raw 



1879 
1880 
1881 
1882 
1883 
1884 
1885 
1886 
1887 
1888 
1889 
1890 
1891 
1892 
1893 



(D) TOPOLOGY: LINEAR 
(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME /KEY : HUMAN iNOS (37-54) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 102: 

Ser Pro Val Thr Gin As p Asp Leu Gin Tyr His Asn Leu 

5 *\ 10 

Ser Lys Gin Gin Asn^amide 
15 



1894 




(2) INFORMATION FOR SEQ ID NO: 103: 




1895 


(i) 


SEQUENCE CHARACTERISTICS: L 




--> 1896 




(A) LENGTH: 15 




1897 




(B) TYPE: AMINO ACID 




1898 




(D) TOPOLOGY: LINEAR 




1899 


(ii) 


MOLECULE TYPE: PEPTIDE 




1900 


(ix) 


FEATURE : 




1901 




(A) NAME/KEY: HUMAN iNOS (40-54) 




1902 




(B) LOCATION: 




1903 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 


1904 




(D) OTHER INFORMATION: 




1905 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 103: 




1906 








1907 


Thr 


Gin Asp Asp Leu Gin Tyr His Asn 


Leu Ser Lys Gin 


1908 






10 


— > 1909 


Gin 


Asi^amider 




1910 








1911 








1912 









--> 



— > 



1913 
1914 
1915 

1916 
1917 
1918 
1919 
1920 
1921 
1922 
1923 
1924 
1925 
1926 
1927 
1928 
1929 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 104: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (43-54) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 104: 



Asp Leu Gin Tyr His Asn Leu Ser Lys Gin Gin Asn^-amidc 

5 10 





PAGE: 29 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:34:02 



INPUT SET: S27446.mw 

1930 





1931 




(2) INFORMATION FOR SEQ ID NO: 105: 






1932 


(i) 


SEQUENCE CHARACTERISTICS : 




— > 


1933 




(A) LENGTH: 9 






1934 




(B) TYPE: AMINO ACID 






1935 




(D) TOPOLOGY: LINEAR 






1936 


(ii) 


MOLECULE TYPE: PEPTIDE 






1937 


(ix) 


FEATURE : 






1938 




(A) NAME/KEY: HUMAN iNOS (46-54) 






1939 




(B) LOCATION: 






1940 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




1941 




(D) OTHER INFORMATION: 






1942 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 105: 






1943 








— > 


1944 


Tyr 


His Asn Leu Ser Lys Gin Gin Asn/ 


-amide / 




1945 




5 ' 






1946 










1947 










1948 




(2) INFORMATION FOR SEQ ID NO: 106: 






1949 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1950 




(A) LENGTH: 6 






1951 




(B) TYPE: AMINO ACID 






1952 




(D) TOPOLOGY: LINEAR 






1953 


(ii) 


MOLECULE TYPE: PEPTIDE 






1954 


(ix) 


FEATURE : 






1955 




(A) NAME/KEY: HUMAN iNOS (49-54) 






1956 




(B) LOCATION: 






1957 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




1958 




(D) OTHER INFORMATION: 






1959 


(xi) 


SEQUENCE DESCRIPTION: SEOjn NO: 106: 






1960 








— > 


1961 


Leu 


Ser Lys Gin Gin Asntamide J 






1962 




5 






1963 










1964 










1965 




(2) INFORMATION FOR SEQ ID NO: 107: 






1966 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1967 




(A) LENGTH: 15 






1968 




(B) TYPE: AMINO ACID 






1969 




(D) TOPOLOGY: LINEAR 






1970 


(ii) 


MOLECULE TYPE: PEPTIDE 






1971 


(ix) 


FEATURE : 






1972 




(A) NAME/KEY: HUMAN iNOS (37-51) 






1973 




(B) LOCATION: 






1974 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




1975 




(D) OTHER INFORMATION: 






1976 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 107: 






1977 










1978 


Ser 


Pro Val Thr Gin Asp Asp Leu Gin 


Tyr His Asn Leu 




1979 




5 


10 



PAGE: 30 



RAW SEQUENCE LISTING 

PATENT APPLICATION US 708/ f 833, 506 



DATE: 07/14/98 
TIME: 12:34:03 



— > 



1980 

1981 
1982 
1983 



Ser Lyspamide) 

is v y 



INPUT SET: S27446.raw 



— > 



— > 



1984 
1985 
1986 
1987 
1988 
1989 
1990 
1991 
1992 
1993 
1994 
1995 
1996 
1997 
1998 
1999 
2000 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 108: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME /KEY : HUMAN iNOS (37-48) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SEQ ID NO: 108: 



Ser Pro Val Thr 



Gin Asp Asp Leu Gin Tyr His A sn^ amide 

5 10 



2001 




(2) INFORMATION FOR SEQ ID NO: 109: 




2002 


(i) 


SEQUENCE CHARACTERISTICS : 




— > 2003 




(A) LENGTH: 9 




2004 




(B) TYPE: AMINO ACID 




2005 




(D) TOPOLOGY: LINEAR 




2006 


(ii) 


MOLECULE TYPE: PEPTIDE 




2007 


(ix) 


FEATURE : 




2008 




(A) NAME /KEY : HUMAN iNOS (37-45) 




2009 




(B) LOCATION: 




2010 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 


2011 




(D) OTHER INFORMATION: 




2012 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 109: 




2013 








— > 2014 


Ser 


Pro Val Thr Gin Asp Asp Leu Gln( 


-amide J 


2015 








2016 








2017 









2018 (2) INFORMATION FOR SEQ ID NO: 110: 

2019 (i) SEQUENCE CHARACTERISTICS: 
— > 2020 (A) LENGTH: 6 

2021 (B) TYPE: AMINO ACID 

2022 (D) TOPOLOGY: LINEAR 

2023 (ii) MOLECULE TYPE: PEPTIDE 

2024 (ix) FEATURE: 

2025 (A) NAME/KEY: HUMAN iNOS (37-42) 

2026 (B) LOCATION: 

2027 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

2028 (D) OTHER INFORMATION: 

2029 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 110: 



PAGE: 3 1 RAW SEQUENCE LISTING DATE: 07/ 1 4/98 

PATENT APPLICATION US/08/833,506 TIME: 12:34:05 



— > 



2030 



2034 
2035 



INPUT SET: S27446.raw 



2031 f^^\ 

2032 Ser Pro Val Thr Gin AspAamidel 

2033 5 V S 



— > 



— > 



2036 
2037 
2038 
2039 
2040 
2041 
2042 
2043 
2044 
2045 
2046 
2047 
2048 
2049 
2050 
2051 
2052 



(2) INFORMATION FOR SEQ ID NO: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 

(B) TYPE: AMINO ACID 



llli 



(ii) 
(ix) 



(xi) 



(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 111: 



HUMAN iNOS (35-44) 



Thr Ser Ser Pro 



Val 

5 



Thr Gin Asp Asp 



LeuHamide J 
10 \ / 



2053 




(2) INFORMATION FOR SEQ ID NO: 112: 




2054 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 2055 




(A) LENGTH: 18 




2056 




(B) TYPE: AMINO ACID 




2057 




(D) TOPOLOGY: LINEAR 




2058 


(ii) 


MOLECULE TYPE: PEPTIDE 




2059 


(ix) 


FEATURE : 




2060 




(A) NAME /KEY : HUMAN iNOS (781-798) 




2061 




(B) LOCATION: 




2062 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 


2063 




(D) OTHER INFORMATION: 




2064 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 112: 




2065 








2066 


Pro 


Ala Leu Val Gin Gly_ lie Leu Glu 


Arg Val Val Asp 


2067 






10 


--> 2068 


Gly 


Pro Thr Pro Hisf-amide/ 




2069 




15 ^ 




2070 








2071 









2072 (2) INFORMATION FOR SEQ ID NO: 113: 

207 3 (i) SEQUENCE CHARACTERISTICS: 
— > 2074 (A) LENGTH: 5 

2075 (B) TYPE: AMINO ACID 

2076 (D) TOPOLOGY: LINEAR 

2077 (ii) MOLECULE TYPE: PEPTIDE 

2078 (ix) FEATURE: 

2079 (A) NAME/KEY: HUMAN iNOS (788-792) 



PAGE: 32 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:34:07 



— > 



2080 
2081 
2082 
2083 
2084 
2085 
2086 
2087 
2088 
2089 



INPUT SET: S27446.raw 



(B) LOCATION: 

(C) IDENTIFICATION METHOD: 

(D) OTHER INFORMATION: 



AMINO ACID ANALYSIS 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 113 



Leu Glu Arg Val 



Val ^mid e) 



2090 (2) INFORMATION FOR SEQ ID NO: 114: 

2091 (i) SEQUENCE CHARACTERISTICS: 
— > 2092 (A) LENGTH: 6 

2093 (B) TYPE: AMINO ACID 

2094 (D) TOPOLOGY: LINEAR 

2095 (ii) MOLECULE TYPE: PEPTIDE 

2096 (ix) FEATURE: 

2097 (A) NAME/KEY: HUMAN iNOS (787-792) 

2098 (B) LOCATION: 

2099 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

2100 (D) OTHER INFORMATION: 

2101 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 114: 

2102 f \ 

— > 2103 lie Leu Glu Arg Val ValA amide ) 

2104 5 ^ ^ 

2105 

2106 



2107 




(2) INFORMATION FOR SEQ ID NO: 115: 


2108 


(i) 


SEQUENCE CHARACTERISTICS: 


— > 2109 




(A) LENGTH: 7 


2110 




(B) TYPE: AMINO ACID 


2111 




(D) TOPOLOGY: LINEAR 


2112 


(ii) 


MOLECULE TYPE: PEPTIDE 


2113 


(ix) 


FEATURE : 


2114 




(A) NAME/KEY: HUMAN iNOS (786-792) 


2115 




(B) LOCATION: 


2116 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 


2117 




(D) OTHER INFORMATION: 


2118 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 115: 


2119 






— > 2120 


Gly 


lie Leu Glu Arg Val Val^amid^ 


2121 






2122 






2123 







2124 (2) INFORMATION FOR SEQ ID NO: 116: 

2125 (i) SEQUENCE CHARACTERISTICS: 
— > 2126 (A) LENGTH: 8 

2127 (B) TYPE: AMINO ACID 

2128 (D) TOPOLOGY: LINEAR 

2129 (ii) MOLECULE TYPE: PEPTIDE 



PAGE: 33 RAW SEQUENCE LISTING DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:34:08 

INPUT SET: S27446.raw 

2130 (ix) FEATURE: 

2131 (A) NAME /KEY : HUMAN iNOS (785-792) 

2132 (B) LOCATION: 

2133 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

2134 (D) OTHER INFORMATION: 
2135 

2136 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 116.i_^^ 

2137 

— > 2138 Gin Gly lie Leu Glu Arg Val ValC amide J 

2139 5 ^ ^ 

2140 
2141 





2142 




(2) INFORMATION FOR SEQ ID NO: 117: 






2143 


( i ) 


SEQUENCE CHARACTERISTICS: 




— > 


2144 




(A) LENGTH: 9 






2145 




(B) TYPE: AMINO ACID 






2146 




(D) TOPOLOGY: LINEAR 






2147 


( XX ) 


MOLECULE TYPE: PEPTIDE 






2148 


( ix) 


FEATURE : 






2149 




(A) NAME/KEY: HUMAN iNOS (784-792) 






2150 




(B) LOCATION: 






2151 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




2152 




OTHER INFORMATION: 






2153 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 117: 






2154 






• O 


— > 


2155 


Val 


Gin Gly He Leu Glu Arg Val Val( 


-amide 7 




2156 




5 






2157 










2158 










2159 




(2) INFORMATION FOR SEQ ID NO: 118: 






2160 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


2161 




(A) LENGTH: 5 






2162 




(B) TYPE: AMINO ACID 






2163 




(D) TOPOLOGY: LINEAR 






2164 


(ii) 


MOLECULE TYPE: PEPTIDE 






2165 


(ix) 


FEATURE : 






2166 




(A) NAME/KEY: HUMAN iNOS (787-791) 






2167 




(B) LOCATION: 






2168 




(C) IDENTIFICATION METHOD: AMINO ACID 


ANALYSIS 




2169 




(D) OTHER INFORMATION: 






2170 


(xi) 


SEQUENCE DESCRIPTION: §!EQ ID NO: 118: 






2171 








— > 


2172 


He 


Leu Glu Arg ValPamide/ 






2173 









2174 



217 6 (2) INFORMATION FOR SEQ ID NO: 119: 

217 7 (i) SEQUENCE CHARACTERISTICS: 
— > 2178 (A) LENGTH: 6 

2179 (B) TYPE: AMINO ACID 



PAGE: 34 



— > 



2180 
2181 
2182 
2183 
2184 
2185 
2186 
2187 
2188 
2189 
2190 
2191 
2192 
2193 



(ii) 
(ix) 



(xi) 
Gly 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506 



DATE: 07/14/98 
TIME: 12:34:10 



INPUT SET: S27446.raw 



HUMAN iNOS (786-791) 



(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: 

(D) OTHER INFORMATION: 



SEQUENCE DESCRIPTION 



lie Leu Glu 




AMINO ACID ANALYSIS 



119: 



2194 (2) INFORMATION FOR SEQ ID NO: 120: 

2195 (i) SEQUENCE CHARACTERISTICS: 

— > 2196 (A) LENGTH: 7 

2197 (B) TYPE: AMINO ACID 

2198 (D) TOPOLOGY: LINEAR 

2199 (ii) MOLECULE TYPE: PEPTIDE 

2200 (ix) FEATURE: 

2201 (A) NAME/KEY: HUMAN iNOS (785-791) 

2202 (B) LOCATION: 

2203 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
2 204 (D) OTHER INFORMATION: 

2205 (xi) SEQUENCE DESCRIPTION: SEQ ID NO^_120 : 

2206 - f \ 

— > 2207 Gin Gly lie Leu Glu Arg ValA amide ) 

2208 5 

2209 

2210 



2 211 (2) INFORMATION FOR SEQ ID NO: 121: 

2212 (i) SEQUENCE CHARACTERISTICS: 
— > 2213 (A) LENGTH: 8 

2 214 (B) TYPE: AMINO ACID 

2 215 (D) TOPOLOGY: LINEAR 

2 216 (ii) MOLECULE TYPE: PEPTIDE 

2217 (ix) FEATURE: 

2218 (A) NAME/KEY: HUMAN iNOS (784-791) 

2219 (B) LOCATION: 

2 2 20 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

2221 (D) OTHER INFORMATION: 

2222 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 121^ 
2223 

--> 2224 Val Gin Gly He Leu Glu Arg Val-amide/ 

2225 5 V / 

2226 
2227 



2228 (2) INFORMATION FOR SEQ ID NO: 122: 

2229 (i) SEQUENCE CHARACTERISTICS: 



PAG E: 35 RAW SEQUENCE LISTING DATE: 07/ 1 4/98 

PATENT APPLICATION US/08/833,506 TIME: 12:34: i I 

INPUT SET: S27446.raw 

2230 (A) LENGTH: 9 

22 31 (B) TYPE: AMINO ACID 

2232 (D) TOPOLOGY: LINEAR 

2233 (ii) MOLECULE TYPE: PEPTIDE 

2234 (ix) FEATURE: 

2235 (A) NAME /KEY : HUMAN iNOS (783-791) 

2236 (B) LOCATION: 

2237 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
2 238 (D) OTHER INFORMATION: 

2239 

2240 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 122: 

2241 X 
— > 2242 Leu Val Gin Gly lie Leu Glu Arg Va]/^amideJ 

2243 5 

2244 

2245 



2246 




(2) INFORMATION FOR SEQ ID NO: 12 3: 


2247 


(i) 


SEQUENCE CHARACTERISTICS: 


— > 2248 




(A) LENGTH: 5 


2249 




(B) TYPE: AMINO ACID 


2250 




(D) TOPOLOGY: LINEAR 


2251 


(ii) 


MOLECULE TYPE: PEPTIDE 


2252 


(ix) 


FEATURE : 


2253 




(A) NAME/KEY: HUMAN iNOS (786-790) 


2254 




(B) LOCATION: 


2255 




(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 


2256 




(D) OTHER INFORMATION: 


2257 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 12 3: 


2258 






--> 2259 


Gly 


lie Leu Glu Arg^amide) 


2260 






2261 






2262 







226 3 (2) INFORMATION FOR SEQ ID NO: 124: 
2264 (i) SEQUENCE CHARACTERISTICS: 

— > 2265 (A) LENGTH: 6 

2266 (B) TYPE: AMINO ACID 

2267 (D) TOPOLOGY: LINEAR 

2268 (ii) MOLECULE TYPE: PEPTIDE 

2269 (ix) FEATURE: 

2270 (A) NAME /KEY : HUMAN iNOS (785-790) 

2271 (B) LOCATION: 

2272 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

227 3 (D) OTHER INFORMATION: 

2274 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 124: 
2275 

— > 2276 Gin Gly lie Leu Glu Arglamide J 

2277 5 

2278 

2279 



2280 



(2) INFORMATION FOR SEQ ID NO: 125: 



PAGE: 36 RAW SEQUENCE LISTING DATE: 07/ 1 4/98 

PATENT APPLICATION US/08/833, 506 TIME: 12:34:13 

INPUT SET: S27446.raw 

2281 (i) SEQUENCE CHARACTERISTICS: 
— > 2282 (A) LENGTH: 7 

2283 (B) TYPE: AMINO ACID 

2284 (D) TOPOLOGY: LINEAR 

2285 (ii) MOLECULE TYPE: PEPTIDE 

2286 (ix) FEATURE: 

2287 (A) NAME /KEY : HUMAN iNOS (784-790) 

2288 (B) LOCATION: 

2289 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
22 90 (D) OTHER INFORMATION: 

2291 

22 92 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: ^L25: 
2293 
— > 2294 
2295 
2296 
2297 




2 298 (2) INFORMATION FOR SEQ ID NO: 126: 

2299 (i) SEQUENCE CHARACTERISTICS: 
— > 2300 (A) LENGTH: 8 

2301 (B) TYPE: AMINO ACID 

2 302 (D) TOPOLOGY: LINEAR 

2303 (ii) MOLECULE TYPE: PEPTIDE 

2 304 (ix) FEATURE: 

2305 (A) NAME/KEY: HUMAN iNOS (783-790) 

2306 (B) LOCATION: 

2307 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
2 308 (D) OTHER INFORMATION: 

2309 

2 310 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 126: 
2311 ^ \ 

— > 2312 Leu Val Gin Gly lie Leu Glu ArgVamide J 

2313 5 
2314 



PAGE: l SEQUENCE VERIFICATION REPORT DATE: 07/14/98 

PATENT APPLICATION US/08/833,506 TIME: 12:34:21 

INPUT SET: S27446.raw 



Line 


Error 


Original Text 


7 


Number of Sequences (85) Doesn't Equal Actual Count (126)(iii) NUMBER OF SEQUENCES: 85 


21 


Wronp annlication Serial Number 


(A^ APPLICATION NUMBER- 08/634 332 


135 


Entered (\%\ and Calc Sea Leneth H7^ differ 


(A\ LENGTH- 18 


146 


AVrnnp Amino Acid De<iipnator 

TT iullg / VI 1111 L\J 1KA !_/ WOlg liaLVJl 


Xxx Ala I .en Val Gin Glv He I>eu Glu Arp Val Val 

/VAA /VI CI l_~AsLl Val VJ III VJIy lib L^VvU VJ1U /VI T at Val 


155 


Entered (WPi and Calc Sen Leneth differ 

U11LWIWU ^ 1 O J OJ.1U VCU^i vJWVJ . J_/Wll£llll Villi VI 


(A\ I FNGTH- 18 

1 / V 1 J~/l_!sl v_J 111. 1 O 


166 


Wrnnp Amirift ApiH Deeipnalnr 

ttIvJIIK .TV111H1VJ ALIU IVV/lM til lalUl 


Xxx Xxx I^n Val Gin Glv He I ,eii Gin Arp Val Val 

AAA AAA l_«VvLl Vol V_J1 1 1 VJ 1 V llVv L^VvU VJ1U r\lg Val Val 


166 


Wrnnp Amino ApiH Plecipnntnr 

TT HJllG, .TVllllllU /TV IV* J^VOlgllalVJl 


Xxx Xxx I^n Val Gin Glv He Ten Gin Arp Val Val 

AAA AAA LyVvU Val V-F1I1 VJly 1IC LCU VJiU i\l ^ Vol Val 


168 


AWnnp Atninn ApiH T*}eei*jn;itnr 

TT IVJllg ^VllilllVJ AYVvlU L-ZV/Olt^l KllWl 


fv<: Ser Ser Pre. Xxx 
v^ya ovvi Owl riu AAA 


250 


Fntered and Calc Sen T^enpth fl S"! differ 

jljUIvivvVj. yiKjj <xi ivi Vxaii'i ov^vj. iwVviigin yuj viuivi 


(A} I FNGTH- 1 8 

^/V J LtLillVJ 1 11> lO 


263 


\Vrnnp Amino Acid Oesipnatnr 

TV lUIlg ^Vl 1111 1VJ /"W1V1 L-/t-Ol^l ItlLVJ 1 


Hi« A en Yyy Xy y Xy y 

1 1 lo /VSp AAA AAA AAA 


263 


Wrnnp A m i no AciH r^Aeipnfitnr 

TV 1 \Jil£ /TtlllllUJ AVvlVl I^ColgllalVJl 


Hie A cr\ Yyy Yyy Yyy 
Ilia /A. op AAA AAA AAA 


263 


Wrnno Aminn AciH FlAcicrnntor 
vvivjug AVI nil 1W r\\j IVJ i^volgllaivjl 


Hie A en Yyy Yyy Yyy 
ni& rtou AAA AAA AAA 


269 


FntereH (\ R\ anH Pale Spn F ^npth fl Hiffer 


(A\ I PNGTH* 18 

L<I-/iNV_J 1 O. 1 O 


282 


Wrnnp Amino AciH r^£*eicrnsitnr 

VV iVJllg AY111111U /*\VvlU LJ\*>0 Igl ICllVJl 


Hie Aon Yyy Yyy Yyy 
nio rtop AAA AAA AAA 


282 


Vv/rnno Amino ApiH T"^f*eiori£itnr 

VVlVjllg rtilllliU jTVVvlvl J^ColgllalvJl 


l-| i o A en >[ Y Y XY Y JL Y Y 
nio rtoU AAA AAA AAA 


282 


WrAn rr Amino Af iH Dfoioniitnr 

TV lUlle, rtlllllHJ AlVrlU l^GoiiillalvJl 


H i e A en Xy y Y^ y y jl y y 
11 lo rtSU AAA AAA AAA 


421 


Fntered H9^ and Pale Sen T .enpth G H differ 

l^HLVvlVvU ^1^<J dllVl vdlW . OCU. l-fVvllglll ^11^ Villi Vvl 


fA^ T FNGTH- 19 


432 


AX/rnncr Amino Af in Dpc i crn^it ot* 

TV lVJllli AVI 1111 1\J rtVlVi L-'ColtllClUJl 


Pan-Glv A en F .en T ve Ser Val Ala Gin Gin Prn Glv 

V— <1|J v_J 1 V AVoll LCU L*ya OCl Val AVla VJ111 vJl U ilu v_Jl V 


629 


Fntered and Calc Sen T ,enpth differ 
jjiitt-icu ^io^ oiiu ^ait. ovsvj. i^v^iij^iii yi f j viiiici 


(A\ T FNGTH- 1 8 

^/V J l^rUrl 1 KJ 1 11 . 1 O 


642 


Wrono Amino AeiH F^f^ci onntnr 
VV lVJilg /VllllllvJ AVVylU LywoigiuiUJi 


PfA \/fl1 I Hi* f»1 Tl A CT^_!1TT1 iHf* 

nu Vol till \wFiii rtop aiiiiuc 


648 


Fntererl /"1 R\ ari A Cn]c Sen I .enpth ^7^ Hiffer 

I_jlIlCiC\4 ^lO^ all VI ^alL. Odf. l^Gllglll ^1 UIIICI 


i'A'i I FNGTH* 18 

\t\ ) L<C<1N V_J ill. lo 


661 


AVrnnp Amino AciH Dpeipnatnr 
vv njiig Aviiiiinj ntiu L^toigiiaivji 


Thr Tlf* n A er^-iimiHi* 
nu 1111 11C VJlll allllVlC 


667 


Fntered G R\ and Pale Sen T .enoth ^7^ Hiffer 

OlllClCU ^lOy allvl V^alVv. OCV|. L^Cllglll \l / J Villi CI 


^A^ T FNGTH- 1 8 


680 


AA/roncr Amino AciH Detonator 

TT 1^11^ rtllllliv/ AVvvlU L-ZColgllaLL/i 


Pro Thr Thr Gin Aen-amiHe 
i i vj iiu ill! v_jiii rvojj ailllvic 


686 


Fntered and Pale Sen I ,enpth (\A.\ Hiffer 

LilUCltAi V**-' / <UiVl V^alV. OCV|. L^dlglll l^lly Villi CI 


^A^ T FNGTH- 1 S 


699 


AVronp Amino Acid De<;ipnatnr 

TT 1 Ul LCL / ill 111 L\J l\.\s 1\A L/WOlglltllUl 


Gin Aen-amiHe 
vj ill iiou aiiiiviV/ 


705 


Fntered G9 1 * and Pale Sen T .enpth (\\ \ Hiffer 

Ulll&lWVl 1 1 Zrl £U1U ^Ul^>. O^CJ . l^^llglll 11 1 J UJlld 


(A\ I FNGTH- 19 

^/V J L^U/i 1 vj 1 1 1 . 1 ^ 


716 


AVrcinp Amino AciH PleQipnator 

TVlVJllg / »-1 1111 1W A^iU LJ\stJ ip.1 Itllvjl 


Ala Pro Ser Ala Thr Ser Ser Prn Val Thr Gin Aen-a 
/Via ri u ovvl /VI d 1111 OL1 Od rlU Val 1111 vjlll AoU a 


722 


Fntered ^ and Pale Sen I .enptb (R\ differ 

1-slllVylWl 171 dllLl V--U.1V/. Olsll . L^Wllglll I t> 1 U111V/1 


^A^ T FNGTH* 9 


733 


AV^rnnp Amino AciH De«iipnator 

VVlV^llg / llllll l\J n^flU V^ol 1 1£1LW1 


Ala Thr Ser Ser Prn Val Thr Gin Aen-amifle 
Aid 1111 owl owl nu val 1111 vjiii asu aiiiivivv 


739 


Fntered and Pale Sen T >enptb differ 

Lilll-Vl VA1 ^v/y dllVl VtUV. wJV^U. L^V^ll^lIl \J / UI11&1 


r'A^ I FNGTH- 6 

j j_^Ufiiv_r i it. vj 


750 


Wmnp Amino Acid Oesipnator 

TT IVJllCl / VII 111 1W AVV/1VA L/^olg 1 l£ll Wl 


Ser Pro Val Thr Gin Asn-amirie 

OVl I IU Val 1111 vJlll /\o|J allllvlVv 


756 


Entered (15) and Calc. Seq. Length (14) differ 


(A) LENGTH: 15 


769 


Wrong Amino Acid Designator 


Pro Val-amide 


775 


Entered (12) and Calc. Seq. Length (1 1) differ 


(A) LENGTH: 12 


786 


Wrong Amino Acid Designator 


Asn Asn Asn Val Glu Lys Ala Pro Ser Ala Thr Ser-a 


792 


Entered (9) and Calc. Seq. Length (8) differ 


(A) LENGTH: 9 


803 


Wrong Amino Acid Designator 


Asn Asn Asn Val Glu Lys Ala Pro Ser-amide 


809 


Entered (6) and Calc. Seq. Length (5) differ 


(A) LENGTH: 6 


820 


Wrong Amino Acid Designator 


Asn Asn Asn Val Glu Lys-amide 


826 


Entered (18) and Calc. Seq. Length (17) differ 


(A) LENGTH: 18 


839 


Wrong Amino Acid Designator 


Ser Lys Gin Gin Asn-amide 


845 


Entered (15) and Calc. Seq. Length (14) differ 


(A) LENGTH: 15 


858 


Wrong Amino Acid Designator 


Gin Asn-amide 


864 


Entered (12) and Calc. Seq. Length (1 1) differ 


(A) LENGTH: 12 


875 


Wrong Amino Acid Designator 


Asp Leu Gin Tyr His Asn Leu Ser Lys Gin Gin Asn 


883 


Entered (9) and Calc. Seq. Length (8) differ 


(A) LENGTH: 9 


894 


Wrong Amino Acid Designator 


Tyr His Asn Leu Ser Lys Gin Gin Asn-amide 
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900 


Entered C6 1 . and Calc Sen Length (S\ differ 


CA^ LENGTH* 6 


91 1 


Wrong Amino Acid Designator 

tt ivjiiet* ru nil l\j r&viu L^woibiiiiivi 


Leu Ser Lvs Gin Gin Asn-amide 


917 


Entered Cl 5\ and Calc Sea Leneth (\4) differ 


CA) LENGTH: 15 


930 


Wrong Amino Acid Designator 

TT 1 V/llELm / LllllllV n.vlU 1^ Vh?l gl IUIV/1 


Ser Lvs-amide 


936 


Entered (\2) and Calc Sea Leneth Cl H differ 


(A) LENGTH: 12 


947 


Wrong Amino Acid Designator 

TT i vllg -CilllUlv/ rivlu l^vulgllUWl 


Ser Pro Val Thr Gin Aso Asd Leu Gin Tvr His Asn- 


953 


Entered (9\ and Calc Sea Length C8". differ 

\ / VAUVi • J_~*V 1 1 El 111 \ V/ 1 Ulllvl 


CA^ LENGTH- 9 


964 


Wrong Amino Acid Designator 


Ser Pro Val Thr Gin Asn Asn Leu Gin-amide 

tJvl X 1 Vw/ T Ul A 1 1J. A lOU / lup uvtl 111 C41 1 1. IV* w 


970 


Fntered C6". and Calc Sen length CS"l differ 

1— <1 llvl w ^ \JJ ill IVJ V*>CUv. OvAJ . L^vllillll \*s / Ulllvl 


CA^ LENGTH- 6 




Wrong Amino Aeid Designator 


Ser Pro Val Thr Gin Asn-amide 

UVl 1 1 KJ T Cll 1111 111 (lOU CU111UV 


988 


Entered C 1 K\ and Calc Sen Length C 1 1} differ 

UilUvlvU I IUI £11 1U V_sCl.1V' « UVU> 1— /V/l 1E1 11 1 \l I 1 


CA^ LENGTH* 18 

\ *i J M-jl^Jl ^ X_f 111. 1 KJ 


1001 


Wrong Amino Aeid Designator 

T T 1 KJ I ILL Z\. X 1 1 1 X IKJ nWlU L/Wlgl UIlwl 


Ci\ v Pro Thr Pro H i s-am i de 

VJ1T 1 X KJ 1 111 1 X KJ 1 1 iO (XllllUV 


1007 


Fntered CI 9". and Calc Sen length CI 8". differ 

IjIUVIVi'U 117 1 ClllU V/iUVi V-IVA.1 • J_/vllCLll 1 1 U / Ulll vl 


CA^ LENGTH' 19 

lis. f l^lu 1 1 X_f lilt 1 >r 


1020 


Wrnno Atninn Aeid De^itynatAr 

TTlUlltl ^VllllllV./ r\vlU LyLolLl ICllvJ 1 


Pro Pro Ala Pro Thr Glu-amide 

1 1 KJ 1 IV/ rllu llv/ 1 111 VJ1U dllllUv 


1096 


Fntered CIS", and Pale Sen I ,ength C14. 1 . differ 


(A} I FNGTH* l*i 


1040 


\X/r*r\n cr A m i nn ApiH DpQionatr\t* 


Prri Hi^-amiHe 
r ivj 1 1 io cuiiiUv 


1046 


Fntered / 1 0\ and Cale Sen T ,ength CI H differ 


(A\ T FNGTH* 12 

1 A f l^i^llVJ 111* i £j 




AA/rono Aminn AeiH DecionatAr 

TT 1 Ullt rWlllllK) AvlU L/LVol^l ICllWl 


lie T .en Gin Arg Val Val Asn Glv Pro Thr Pro His-a 


1063 


Fntered C9". and Calc Sen length C8". differ 

UilllvlvU \y / Clllvl V^ul^ . vJVAJ . J^vlltllll y Ulllvl 


CA^ LENGTH- 9 

y/V ^ J^l^l^tvJ 111* y 


1074 


Wrong Amino Aeid Designator 

TTlv/llt 11111 rVvlu L/l/olfcl 1C11VJ1 


Arg Val Val Asn Glv Pro Thr Pro His-amide 

ia.1 C. T (U T Cll i\OU V_J iy llv/ 11 11 1 1 \J X XIO Cll lllUv 


1080 


Fntered C6". and Calc Sen length C5". differ 

1— <1 llV/1 VAJ \*J/ Clllvl V^CllV . JbVj> J^vllcltll \^ / vlll 1 vl 


(A) LENGTH* 6 

l I\. J IsLjL ^VJ 111* KJ 


1091 


Wrong Amino Aeid Designator 

TTiVJllI^ 11111 1VJ A\^1U L/VOlLl ICllVJl 


Asn Glv Pro Thr Pro His-amide 

iliJU VII y 1 L KJ 11 11 11V/ lllO UllllUv 


1097 


Entered CI 4". and Calc Sea length CI 3". differ 


CA"» LENGTH- 14 

in y l^dl^dl 1 VJ 1 1 1 * 1 r 


1 1 10 


Wrong Amino Acid Designator 

▼ t lung ill 1 x XX lkj /vv xv_i iyvoigixtiiv/i 


Glv-amide 

viljr UllllUv 


1115 


Fntered CI 2". and Calc Sen length CI H differ 

1— <1 llV^l V-VJ y 1 J (XI IW V_-dlV^ . JvU> 1— A^l Ig LI 1 ^1 I J Vlll 1 \sl 


CA". LENGTH* 12 


1 126 


\Vrong Amino Acid Designator 


Pro Ala Leu Val Gin Glv He Leu Glu Are Val Val -a 

X X \J iU €jL l^Sw TLA T Ul **J 111 \J 1 T A 1 W J_^v *vl V-* 1 V* J &.1 ▼ CLJl T V41 CI 


1 132 


Fntered C9"i and Calc Sen length C8^ differ 

Ljlllvl vU \ / VfCUVi UvUi l^V^l lcL vl 1 I \j I Ulllvl 


(A) LENGTH* 9 


1 143 


AA/rong Amino Acid Designator 

TT iUllg I \ 11111 WJ / IviVi l^/WOl^llCXLVyl 


Pro Ala Leu Val Gin Glv He Leu Glu-amide 

1 x\J £%A.xX J_^*w LI T Cll 111 vl IV 1 1 Vs UVU VJIU C4J.111VAV/ 


1 149 


Fntered C6^ and Calc Sen l^ength (S\ differ 

l^lllwlVvl \k / Villi/. k>WI< A-^Vsl 1^ Vl i J Ulllvl 


CA^ LENGTH* 6 


1 160 


AVrong Amino Acid Designator 

tt iv^iig / i 1 1 x i i\j rwiu i./ wigi xuivi 


Pro Ala Leu Val Gin Glv-amide 

£ lv i. m.± C4> UVU T Cil Villi VllJ UilllViw 


1 166 


Entered CI 8"i and Calc Sea Length CI 7^ differ 

Ljlllvl vU 1 1 VJ 1 £11 1U V^-Cll V-/ • tJvvJ ■ l^V^l 1 LI LI 1 \ 1 / 1 Ulllvl 


CA". LENGTH* 18 

\ t 1— /1_~^1 ^ V-/ 111* 1U 


1 179 


\Vrong Amino Aeid Designator 

tt xuiig / x mil l\j r\wiu i^/voic^iiciLwi 


His Asn Ser Gin His-amide 

1110 /^vo Ly uvl vjiii l no uxxxiuv 


1 185 


Entered CI 8"i and Calc Sea Length CI 7^ differ 

l^lllvl v\l \ I KJ I ullU V 'Cll • kJvU . l^Vl 1£^ LI 1 * 1 It Ulllvl 


(A\ LENGTH* 18 

V *«. / l~j i^jl ^ v_j ill* j. v* 


1 198 


Wrong Amino Acid Designator 


Phe Asp lie Gin His-amide 


1204 


Entered CI S\ and Calc Sea Length C14"i differ 

l^lllV/l VU \ 1 J Cll Ivi vulvi WIvU • Xjvllglll \ 1 i J Ulllvl 


CA". LENGTH* 15 

111 / A^X-^L ^ *V 1 1 1 • 1 m-f 


1217 


Wrong Amino Acid Designator 


His Asp-amide 


1223 


Entered (15) and Calc. Seq. Length (14) differ 


(A) LENGTH: 15 


1236 


Wrong Amino Acid Designator 


Gin His-amide 


1242 


Entered (12) and Calc. Seq. Length (11) differ 


(A) LENGTH: 12 


1253 


Wrong Amino Acid Designator 


Ser Phe Trp Gin Gin Arg Leu His Asp Ser Gin His-a 


1259 


Entered (9) and Calc. Seq. Length (8) differ 


(A) LENGTH: 9 


1270 


Wrong Amino Acid Designator 


Gin Gin Arg Leu His Asp Ser Gin His-amide 


1276 


Entered (5) and Calc. Seq. Length (4) differ 


(A) LENGTH: 5 


1287 


Wrong Amino Acid Designator 


His Asp Ser Gin His-amide 


1293 


Entered (15) and Calc. Seq. Length (14) differ 


(A) LENGTH: 15 


1306 


Wrong Amino Acid Designator 


His Asp-amide 


1312 


Entered (12) and Calc. Seq. Length (11) differ 


(A) LENGTH: 12 


1323 


Wrong Amino Acid Designator 


Gly He Val Pro Phe Arg Ser Phe Trp Gin Gin Arg-a 
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1329 


Entered (9) and Calc. Seq. Length (8) differ 


(A) LENGTH: 9 


1340 


Wrong Amino Acid Designator 


Gly He Val Pro Phe Arg Ser Phe Trp-amide 


1346 


Entered (6) and Calc. Seq. Length (5) differ 


(A) LENGTH: 6 


1357 


Wrong Amino Acid Designator 


Gly He Val Pro Phe Arg-amide 


1363 


Entered (18) and Calc. Seq. Length (17) differ 


(A) LENGTH: 18 


1376 


Wrong Amino Acid Designator 


Asp His He Tyr Gin-amide 


1382 


Entered (17) and Calc. Seq. Length (16) differ 


(A) LENGTH: 17 


1395 


Wrong Amino Acid Designator 


His Leu Tyr Arg-amide 


1401 


Entered (17) and Calc. Seq. Length (16) differ 


(A) LENGTH: 17 


1414 


Wrong Amino Acid Designator 


His He Tyr Arg-amide 


1420 


Entered (15) and Calc. Seq. Length (14) differ 


(A) LENGTH: 15 


1433 


Wrong Amino Acid Designator 


Tyr Gin-amide 


1439 


Entered (12) and Calc. Seq. Length (11) differ 


(A) LENGTH: 12 


1450 


Wrong Amino Acid Designator 


Gly Ser Arg Arg Pro Asp Glu Asp His He Tyr Gln-a 


1458 


Entered (9) and Calc. Seq. Length (8) differ 


(A) LENGTH: 9 


1469 


Wrong Amino Acid Designator 


Arg Pro Asp Glu Asp His He Tyr Gin-amide 


1475 


Entered (6) and Calc. Seq. Length (5) differ 


(A) LENGTH: 6 


1486 


Wrong Amino Acid Designator 


Glu Asp His He Tyr Gin-amide 


1492 


Entered (15) and Calc. Seq. Length (14) differ 


(A) LENGTH: 15 


1505 


Wrong Amino Acid Designator 


Asp His-amide 


1511 


Entered (11) and Calc. Seq. Length (10) differ 


(A) LENGTH: 1 1 


1522 


Wrong Amino Acid Designator 


Arg Met Thr Leu Val Phe Gly Ser Arg Arg Pro-amid 


1528 


Entered (9) and Calc. Seq. Length (8) differ 


(A) LENGTH: 9 


1539 


Wrong Amino Acid Designator 


Arg Met Thr Leu Val Phe Gly Ser Arg-amide 


1545 


Entered (6) and Calc. Seq. Length (5) differ 


(A) LENGTH: 6 


1556 


Wrong Amino Acid Designator 


Arg Met Thr Leu Val Phe-amide 


1597 


Entered (18) and Calc. Seq. Length (17) differ 


(A) LENGTH: 18 


1610 


Wrong Amino Acid Designator 


Ser Lys Gin Gin Asn-amide 


1616 


Entered (5) and Calc. Seq. Length (4) differ 


(A) LENGTH: 5 


1627 


Wrong Amino Acid Designator 


Gin Asp Asp Leu Gin-amide 


1633 


Entered (6) and Calc. Seq. Length (5) differ 


(A) LENGTH: 6 


1644 


Wrong Amino Acid Designator 


Thr Gin Asp Asp Leu Gin-amide 


1650 


Entered (7) and Calc. Seq. Length (6) differ 


(A) LENGTH: 7 


1661 


Wrong Amino Acid Designator 


Val Thr Gin Asp Asp Leu Gin-amide 


1669 


Entered (8) and Calc. Seq. Length (7) differ 


(A) LENGTH: 8 


1680 


Wrong Amino Acid Designator 


Pro Val Thr Gin Asp Asp Leu Gin-amide 


1686 


Entered (9) and Calc. Seq. Length (8) differ 


(A) LENGTH: 9 


1697 


Wrong Amino Acid Designator 


Ser Pro Val Thr Gin Asp Asp Leu Gin-amide 


1703 


Entered (5) and Calc. Seq. Length (4) differ 


(A) LENGTH: 5 


1714 


Wrong Amino Acid Designator 


Thr Gin Asp Asp Leu-amide 


1721 


Entered (6) and Calc. Seq. Length (5) differ 


(A) LENGTH: 6 


1732 


Wrong Amino Acid Designator 


Val Thr Gin Asp Asp Leu-amide 


1738 


Entered (7) and Calc. Seq. Length (6) differ 


(A) LENGTH: 7 


1749 


Wrong Amino Acid Designator 


Pro Val Thr Gin Asp Asp Leu-amide 


1755 


Entered (8) and Calc. Seq. Length (7) differ 


(A) LENGTH: 8 


1766 


Wrong Amino Acid Designator 


Ser Pro Val Thr Gin Asp Asp Leu-amide 


1773 


Entered (9) and Calc. Seq. Length (8) differ 


(A) LENGTH: 9 


1784 


Wrong Amino Acid Designator 


Ser Ser Pro Val Thr Gin Asp Asp Leu-amide 
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1790 Entered (5) and Calc. Seq. Length (4) differ (A) LENGTH: 5 

1801 Wrong Amino Acid Designator Val Thr Gin Asp Asp-amide 

1807 Entered (6) and Calc. Seq. Length (5) differ (A) LENGTH: 6 

1818 Wrong Amino Acid Designator Pro Val Thr Gin Asp Asp-amide 

1825 Entered (7) and Calc. Seq. Length (6) differ (A) LENGTH: 7 

1836 Wrong Amino Acid Designator Ser Pro Val Thr Gin Asp Asp-amide 

1842 Entered (8) and Calc. Seq. Length (7) differ (A) LENGTH: 8 

1853 Wrong Amino Acid Designator Ser Ser Pro Val Thr Gin Asp Asp-amide 

1859 Entered (9) and Calc. Seq. Length (8) differ (A) LENGTH: 9 

1870 Wrong Amino Acid Designator Thr Ser Ser Pro Val Thr Gin Asp Asp-amide 

1 877 Entered ( 1 8) and Calc. Seq. Length ( 1 7) differ (A) LENGTH : 1 8 

1890 Wrong Amino Acid Designator Ser Lys Gin Gin Asn-amide 

1896 Entered (15) and Calc. Seq. Length (14) differ (A) LENGTH: 15 

1909 Wrong Amino Acid Designator Gin Asn-amide 

1915 Entered (12) and Calc. Seq. Length (1 1) differ (A) LENGTH: 12 

1927 Wrong Amino Acid Designator Asp Leu Gin Tyr His Asn Leu Ser Lys Gin Gin Asn 

1933 Entered (9) and Calc. Seq. Length (8) differ (A) LENGTH: 9 

1944 Wrong Amino Acid Designator Tyr His Asn Leu Ser Lys Gin Gin Asn-amide 

1950 Entered (6) and Calc. Seq. Length (5) differ (A) LENGTH: 6 

1961 Wrong Amino Acid Designator Leu Ser Lys Gin Gin Asn-amide 

1967 Entered (15) and Calc. Seq. Length (14) differ (A) LENGTH: 15 

1980 Wrong Amino Acid Designator Ser Lys-amide 

1986 Entered (12) and Calc. Seq. Length (1 1) differ (A) LENGTH: 12 

1997 Wrong Amino Acid Designator Ser Pro Val Thr Gin Asp Asp Leu Gin Tyr His Asn- 

2003 Entered (9) and Calc. Seq. Length (8) differ (A) LENGTH: 9 

2014 Wrong Amino Acid Designator Ser Pro Val Thr Gin Asp Asp Leu Gin-amide 

2020 Entered (6) and Calc. Seq. Length (5) differ (A) LENGTH: 6 

2032 Wrong Amino Acid Designator Ser Pro Val Thr Gin Asp-amide 

2038 Entered (10) and Calc. Seq. Length (9) differ (A) LENGTH: 10 

2049 Wrong Amino Acid Designator Thr Ser Ser Pro Val Thr Gin Asp Asp Leu-amide 

2055 Entered (18) and Calc. Seq. Length (17) differ (A) LENGTH: 18 

2068 Wrong Amino Acid Designator Gly Pro Thr Pro His-amide 

2074 Entered (5) and Calc. Seq. Length (4) differ (A) LENGTH: 5 

2086 Wrong Amino Acid Designator Leu Glu Arg Val Val-amide 

2092 Entered (6) and Calc. Seq. Length (5) differ (A) LENGTH: 6 

2103 Wrong Amino Acid Designator He Leu Glu Arg Val Val-amide 

2109 Entered (7) and Calc. Seq. Length (6) differ (A) LENGTH: 7 

2120 Wrong Amino Acid Designator Gly He Leu Glu Arg Val Val-amide 

2126 Entered (8) and Calc. Seq. Length (7) differ (A) LENGTH: 8 

2138 Wrong Amino Acid Designator Gin Gly He Leu Glu Arg Val Val-amide 

2144 Entered (9) and Calc. Seq. Length (8) differ (A) LENGTH: 9 

2155 Wrong Amino Acid Designator Val Gin Gly He Leu Glu Arg Val Val-amide 

2161 Entered (5) and Calc. Seq. Length (4) differ (A) LENGTH: 5 

2172 Wrong Amino Acid Designator He Leu Glu Arg Val-amide 

2178 Entered (6) and Calc. Seq. Length (5) differ (A) LENGTH: 6 

2190 Wrong Amino Acid Designator Gly He Leu Glu Arg Val-amide 

2196 Entered (7) and Calc. Seq. Length (6) differ (A) LENGTH: 7 

2207 Wrong Amino Acid Designator Gin Gly He Leu Glu Arg Val-amide 
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221 3 Entered (8) and Calc. Seq. Length (7) differ (A) LENGTH: 8 

2224 Wrong Amino Acid Designator Val Gin Gly He Leu Glu Arg Val-amide 

2230 Entered (9) and Calc. Seq. Length (8) differ (A) LENGTH: 9 

2242 Wrong Amino Acid Designator Leu Val Gin Gly He Leu Glu Arg Val-amide 

2248 Entered (5) and Calc. Seq. Length (4) differ (A) LENGTH: 5 

2259 Wrong Amino Acid Designator Gly He Leu Glu Arg-amide 

2265 Entered (6) and Calc. Seq. Length (5) differ (A) LENGTH: 6 

2276 Wrong Amino Acid Designator Gin Gly He Leu Glu Arg-amide 

2282 Entered (7) and Calc. Seq. Length (6) differ (A) LENGTH: 7 

2294 Wrong Amino Acid Designator Val Gin Gly He Leu Glu Arg-amide 

2300 Entered (8) and Calc. Seq. Length (7) differ (A) LENGTH: 8 

2312 Wrong Amino Acid Designator Leu Val Gin Gly He Leu Glu Arg-amide 





Notice of Availability of 
Checker Program 

Applicant Aid for Biotechnology Computer Readable Form (CRF) 
Sequence Listing Submissions 

The Patent and Trademark Office (PTO) has developed a computer program, called Checker, that 
will aid applicants in identifying and correcting errors prior to making submissions for compliance 
with the Requirements for Patent Applications Containing Nucleotide Sequence and/or Amino Acid 
Sequence Disclosures (Sequence Rules: 37CRF 1.821 through 1.825). 

Final rules were published in the Federal Register (55 FR18230) on May 1, 1990, and in the PTO 
Official Gazette (1114 Off.Gaz.PatOffice 29) on May 15, 1990. 

Checker is a DOS-based software program that is intended to assist users in determining whether 
errors may be present in the sequence listings, and is not intended to guarantee that the submission 
is error-free. 

The most current version of the software is available via computer downloading, details are below. 
Copies on diskette are also available. Updated software versions will not be automatically mailed 
out; any updates will be announced in the PTO Official Gazette. 

The software can be accessed/requested from the following locations: 

1) Dial-up access through the Internet. Location is ftp://ftp.uspto.gov 
The software is in current directory: pub/checker/ 
Download all the files. Cost: Free-of-charge 

3) For diskette copies, mail to: U.S.P.T.O., OEIP, CRYSTAL PARK 3, SUITE 44 1 

WASHINGTON DC 20231 

COST FOR DISKETTE IS $ 25.00 

METHOD OF PAYMENT: 

Check payable to Commissioner of Patents and Trademarks 
VISA/ Mastercard/ Charge- Charges can be faxed to 703-306-2737 
PTO Deposit Account 



For Further Information, Contact: Arti Shah at 703-308-4212 



